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iff 5p 11-17806 



mmm 

DN A 

^tfcDNA, 

[M^6] at*^2^e>at#«4CDV^-rtl^lC«*©PNA€:^U ft 
1 £tt<Z>5 e K & £S ^ ? * ^«*«»C««J»-. 

[0 0 0 1] 

tett ****** «a«, *n*3-F^^*DNA 

hcDNAH B&HMr ft y n - :/**»l«ft»*** b T ft * z 

-®cDNA««3-KbTVA*«e«€:***S-r*fe»©3t 
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[0 0 0 2] 

mmitg- < (dm a nzmmtt-KftM v x v% & „ m a sc «, ibus© 
it5i«f«r, rnmmm. &fcmw*z\z%>^xmm*&m&^vx^ 

z>o &&m&mimmftmmmt:m*vmmftxftm-i-&<DX'. 
K.£z>{*ftistis-&nmx$>v. mmnvx<D*sm&zm&x^z> a mm. >r># 

, zfrt><D$-mm&n$itfiz*ft$:zi- kltv>5»^#a#t*^*u;£. m 

[0 0 0 3] 

-ttzzvx. mmmzft*z®wmm^mm&mK&^xmm*&mzm^x 

[0 004] 

<DX. ^^©#^e>©T^n-^lCj:oT#il£nk%©##V^ 
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[0 0 0 5] 
[0 0 0 6] 

[»w l «fc ? £ t- s mm 

[0 0 0 7] 

^9!tt_LIHSe3S$:n- KtSDNA, fl^tfSWt* 1 1 *»&B!W##3.'.0 
^£*lSmSBe^jm^*l^£^=Dc DNA, MtfCZLODDNAfc-f >tf h0 
SIR&S V^«^jfflj^rtT*3SgS b e> S^SI^* # - v r <D D N A L_tfBM 

o 

[0 0 0 8] 
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fflVNP>n<5o Mill *M©cDNAS:ftS^^^-^?)>f>fcr hdifg^lC 
[0 0 0 9] 

-tbttt, T7, T3. S P 6^if^Mat-e^So^.tie>©RNAJKi; 
if^n^-^-fc^tf^^-^bTtiU pKAl, PCDM8, pT3/T7 
18, pT7/3 19. pBlue script I I & if tfMm'Vg&o 

^tt^^nv- Aj^icffi^* tife^-e^-r £ z: £ s „ 

[0010] 

ffl^^s^b^cD-e.. #e>nfc7§?sc&&#£^#bT j e>n«:. ^©cdna 

*rajB*ft9I'<£'4-£bTHu pUC3fc. pBluescript 
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m 



II, pET^XfA, p G E X^i'XTA& ^m^T't ^„ 
[0 0 1 1 ] 

^t^S. M^^df-tlTH p'KAl, pED6dpc2, P CDM8, 
p S V K 3 , pMSG, P SVL, pBK-CMV, pBK-RSV, EBVX 

[0 0 12] 

^s>»iiHfcjE5k ^*f, m^ib. e^aiHiv ?jvmm. sds-page, ^ 

[0013] 

^fr&zmftr^smmnz^ti^-f^FWiK (sy t>3-**i 
5 . r *i z&^zf^ Fmmtffift z&m? &t=.& <D#cm * ut m v* * ^ ^ #t? * 

ftMwomMffl&fem 1 8 7ioo] *m^xmmz$t&>z>z.£'tf 
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[0014] 

©DNAte. ft^fiRK:J:**ffi. c D N A * n -^>^tC J: 2>3jm& ££M V% 
[0015] 

MOcDNAIt MWlfi*cDNA9>f^y-*fe>.n-> 

ftnrt^ts. cDNAttt hmmfrbMmvittfv (a) + rnas» 

©Tfci&illHfiT**^. cDNAtt, Mill-Berg^ [Okayama, H 
and Berg, P. , Mo 1. Cell. Biol. 2:161 — 1 
7 0 (1 9 8 2) ], Gubler-Hoffma n^ [Gubler, U. 
and Hoffman, J. , Gene 2 5 : 263-2 69 (1 9 8 3) 

fc&lCti:, mmmiZ$>\ffc£5t£3rW [Ka t o, S. et al 

. , Gene 150:243-250 (1994)] &JBV>£3. il&Mt. LV^ 
o £fcWm<DK hcDNA7>f^7'J-S:«^SZ:i:t)t*t5. c DNA7^f ~f 
; 7V-frt>&&m<Z>c DNAfc^n-^flsf *»c DN ACD-ffij^O 

<fcS^^y-->^S:fT^.«J;v% 0 S»i:tScDNA»i^©^j|{CA 

Wt# fcUfS-f £ Z. £ % T*£ 5 „ 
[0 0 16] 
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MiitStiCtfeS. *4x-^h,<z>*n->## (HPSf) , cDNA^n- 

mi . 



1, 


1 1, 


2 1 


H P 0 1 1 6 8 




17 8 9 


2 6 6 


2, 


1 2. 


2 2 


H P 0 3 3 0 3 




116 7 


2 38 


3, 


13, 


2 3 


HP 0 3 3 3 9 




1 7 9 6 


3 3 1 


4, 


14, 


2 4 


H P 0 3 3 4 2 


Mentis. 


19 2 5 


3 3 9 


5, 


1 5, 


2 5 


H P 0 3 3 7 1 


PMA-U 9 3 7 


112 5 


3 2 6 


6, 


1 6, 


2 6 


HP 0 3 3 7 3 




17 3 4 


3 24 


7, 


1 7, 


2 7 


HP0 3 3 7 4 




2 0 6 4 


1 5 3 


8, 


1 8, 


2 8 


HP 1 0 3 5 4 




5 7 0 


15 3 


9, 


19, 


2 9 


HP 1 0 6 3 8 




116 1 


2 0 0 


1 0 


2 0, 


3 0 


HP 1 0 6 8 7 




8 2 3 


18 9 



[0 0 17] 
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[0 0 18] 
[0 0 19] 

#l&-£t? cDNAJSrtf (1 0 b pJSJLL) %^*ti§ 0 12 >*^33 <fc 7> 

[0 0 2 0] 

m*>&.mtzmAvr=.&. skm^umt^^mz^^xf^mir^^ii^x^^ im 

|g5p7-3 1 3 1 8 7] . fiflttTtt, 7<y ^i?"^r> "¥3% — ? 

[0 0 2 1] 



["Molecular Cloning. A Laboratory Man 
u a 1 " , Cold Spring Harbor Laboratory, 1 

9 8 9] icftofco Mm&m&&&&m&ffi&mizmzmm<Dm^m&%:m&tt 
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#3*1 1 — 1 7 8 0 6 



t£ofc= cDNAMtttf [Kato, S. et al. , Gene 15 

0 : 24.3-2 50 (1 9.94) ] Cftofc. 

[0 0 2 2] 

(1) >*m-tZ>Wi&W1t^- KbTvVs cDNA^jggrj 
cDNA^^f^'J-tU, IMicDNA^^'J- (W0 9 8/2 

1 3 2 8) . Btmmffi c DN A<5 4 Zf^V- (WO 9 8/2 1 3 2 8) 

o ^;i/^-;v^:^^;i/"T?^LfcM^u>^-v|iilJl§^U 9 3 7 (at 

CC CRL 1 5 9 3) mRNA, K hRMmRNA (C i o n t e c hftj! 
) > HM|MmRNAi&^^bfecDNA7>f^'J-5:ffl^fc 0 ffi*<D^ 

^ficDN A?D->#>e>&&tf;^ - ^nf^>cDNAto S«^i'L/'fc. 
/Jn^E • ^Dr>f>cDNA^>^i:ti$tifc^*cDNA?n->^a- K 
LTV^gBMlCt^T. Ky t e-Do o 1 i t t 1 e©^ [Ky t e, J 
& Doolittle, R. F. , J. Mol. Biol. 15 7:10 
5-1 3 2 (1 9 8 2)] iz^V. m7M£/M7ki3i-7u74-/i,1t$:^ 

{ 0 0 2 3 ] 

(2) -f>tr hnas?jc«fcsses^ 

*g£, T H T-)t^M«»»«12. 5 Ml. Mc#«) 

o. 5^1, (*^*->£^:i:&W 2nti, C^s] 

n> (77-^tAt) 2<tl (0. 3 7MB 1) % T7 RNAjKU 

-1?0. 5a1, RNasin2 0U^tf^i2 5Al©^t*T'3 01CT* 



fflIE# 2 00 0- 3057 429 



#5p 1 1-1 7 8 0 6 5 




ny-AH^- <ZfU*X) 2. 5 fi 1 £Ss#tJLTfTofc„ KfoWi 3#1JCSDS 
t>^'J>^*/77- (1 2 5mMh'J^i|igi$, pH6. 8, 120m 
M2-*/l/j&:/h:n#y-/l/, 2%SDSM> 0, 0 2 5%^n ; E7i;-^ 

[0 0 2 4] 

(3) COS 7{CJ:5^3Eg 

*^re©HajR©^/<^^-$:^-rs^:J3iS$: 1 0 0 * g/mir>^'J 
0 2 x Y Tigife 2 m 1 cfiT* 3 7 1C 2 B#|gjg# L ^\;Wt- 77- 1 

3K0 7 (5 0^1) fcSsflHU 3 7tt'-|itlfc. fefrtCJ: o T#fl bfc 

& 1 0 0 a 1 <D 1 mM h V X- 0. ImMEDTA, pH8 (TE) tCMIUfc 



[0 0 2 5] 

^WKfi^^iwflacos 7«, i o%v&»9imm*'&ts*frf<yamm. 

<4-?fl (DMEM) mi&tp. 5%C0 2 #^ET. 3 71CT^iLfc. lxl 0 5 
iOCOS 7jfflJS§£ 6 3*^1/- h 5t©fii3cm) icffix., 5%C 

0 2 ##T. 3 71CT*2 2^^#Life: 0 U >^M®^lfflilS^® 

£«fc#U $e>(C5 0mMh'J^Jgi (pH7. 5) Sr^tfDMEM (TDME 
M) T*#£Sfc#Lfc 0 ZL©»{C-2fC^7T-^^?gl >x l v DMEM^ffiO 
. 6ml, TRANSFECTA™ (IBFft) 3 n 1 fc^SLfefcCDSr^illL 
, 5%C0 2 #^ET, 3 7TGT?3B#IS^bfc„ > ^/l/HC'S Bfc*«> TDME 
MTr*Hif^£®£&#U 1 0%V i/WJItfam'Sm lTt&fcU 2 m 1 in 
X> 5%C0 2 ##T, 3 7lC{:t2H^ilfe. *gr*fi£ C^S] ^^^-f^ 

!tlCJ:oT, ^«Ji:0flS$:^Wfc«>i:> ^H^iUfflflSI^W^OSajSS: S D S 
-PAGE{CA^7fe. 
[0 0 2 6] 
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(4) mtiwttm 

Ifi (PBS: 14 5mMNaCl, 2 . 6 8 mMK C 1 , 8 . 0 9 mMN a 
2 HP0 4 , 2mMKH 2 P0 4> pH7. 2) C*£*£l/£ 0 V^X (ICR^) 

zn<D&&<»*Mwmmz^ mzmrnvr^^^^ k©pb s^2 5 ^ 1^0 

ft-5 0/tl£2 6^-y©^#f£J^T&ttLfco ^©Siit £ 
1 Ki^tt fe^, tgjfa o fco g&Jfil L fclMte 4 «C U Jfil?g £ 
8, 0 0 0xgt'5^»U Jt^££ofco rtf)_t§lCN a 
N 3 £0. 0 l%lC£3J:e>K:SsitJU 4TCT^#Ufc„ ^tt<Z>M£tt, m^-f 

[0 0 2 7] 

(5) ^a~>M 

<HP0 1168> 1, IK 2 1) 

m Maf^fjfiic DNA7>f y e>*ifc#n-> hp 0 1 1 6 8©c D 

NA-f b&&&mmmZ®:fehfc£Z.6, 1 6 9 b p©5' #fSIR^igc, 

80 1bp©ORF, 8 19bp©3' #!S§?M^e>fc&^£^bT^fc., 
ORFS26 6T5 ;i^e>^S5ei5:3 - KbTfc»J, — fS©ft^« 
SlK;*>f >###bfc„ 01 {CKy t e-Do o 1 i t t 1 e ©^^*e^Afe* 

seg©^*fe/^*ft^n7>r->n/S:^-ro >^ !>n«iR<z>^, orf^ 

£>^®3*l3#^*3 0, 3 1 8 £»;*£V\4 0 kDa0»|Rlt^bfe„ 
[0 0 2 8] 

YC?^E25Bgei (GenBankTnJ/H>$fU7 62 5 3) t.&& 
&*mi>T^T~. ^21C. *M©thiei (HP) ilT7^E25BgaS 

(mm) ©t^ /^sb^j©^^^^ -\**?vvzf*:. * iztt&m&m&mi 
m2 



1 1 
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HP MVKVTFNSALAQKEAKKDEPKSGEEAL I I PPDAVAVDCKDPDDVVPVGQRR AWCWCMCFG 
**********************. *****.************. ****************** 
MM MVK VTFNSALAQKEAKKDEPKSSEEAL I VPPDAVAVDCKDPGDVVPVGQRRAWCWCMCFG 

HP LAFMLAG V I LGGA YLYKYF ALQPDDVY YCG I K Y I KDDV I LNEPSADAPAALYQT I EEN I K 
******************************.******************* ********* 
MM LAFMLAG V I LGGA YLYKYF ALQPDDVY YCGLKY I KDDV I LNEPSADAPAAR YQT I EEN I K 

0 HP I FEEEEVEFI SVPVPEFADSDPAN I VHDFNKKLTAYLDLNLDKCYV I PLNTSI VMPPRNL 
***». . ***************************************************. ** 
MM I FEED AVEFI SVPVPEFADSDPAN I VHDFNKKLTAYLDLNLDKCYV I PLNTSI VMPPKNL 

HP LELLI N I KAGTYLPQSYL I HEHMV I TDR I EN I DHLGFF I YRLCHDKETYKLQRRET I KG I 
*******************************. *. ***********************. ** 
MM LELLI N I KAGTYLPQSYL I HEHMV I TDR I EN VDNLGFF I YRLCHDKETYKLQRRET I RG I 

HP QKREASNCFA I RHFENKFA VETL I CS 
*********. **************** 

^ MM QKREASNCFT I RHFENKFA VETL I CS 



*cDNA©MSe^JS:ffi^tGenBank^ilfci:35, ES 

42305) tf&mtstiT^&i)^ m&mm&<DT:*mm<z>m&m.iimvm&n 

[0 0 2 9] 

<HP 0 3 3 0 3> (ge#J##2, 12, 2 2) 

fc: MlficDNA7>f :/^y-jfre>#£*lfc*n->HP 0 3303©cDN 
A>f>-b— h©£&MB#J&Stf£Lfe£:Z:5, 186bp©5* #®§*fg^ 7 



1 2 



m!£4# 2000-3 0 57429 




1 -1 7 8 0 6 



17bp©ORF, 2 64 bp£D3* #MBfl««*».&<fc«.#aft&%LT-V^fc. O 
R FttZS 8 7^ ZiJli^f)*§gfiIS:3- KbTfe U. N3fc*ic'l 
SlK^'f>/)«#tbfc. H2'(C'Ky t e-Do o 1 i it 1 e 

*&&K<Dm&&/m&&zfu y 4 -;vZ5k-t 0 -r y tf N dffW&iiJk. o r f 

#&^S3*lS#-y»*2 7, 14 1 i:^iS^D2 7 kD a©SiRjg%*^^bfc 

U-i/a>&m~&^m&&2b&m&tfimffi (2 9#SA s n-Phe-Th 
r ) 

[0 0 3 0] 

tNfiiSfiSK I A A 1 0 0 7 (Ge nB a n k 7 * i-r H >#-5f A B 0 2 3 
2 2 4) i:^IKftS:WLTV^fe 0 MSI© 1 4tg^P,0!)C^i 

K'nasenKiAA loo 7<z)8 6 5&Bfrp,<ocmi8mmz.y&£K 

[0 0 3 1] 

<HP0 3 3 3 9> (B2#|##3, 13, 2 3) 

t: MlffjilcDNA5>f y5 , J.-*e»ff&ftfc*n->HP 0 3 3 3 9 CD c D 
NA>f>f- hCD^^ee^J^^Lfc^rS, 2 6 5 b P© 5 , : *W|R«« V 
9 9 6 bp<Z>ORF, 5 3 5 bp©3* #MMB«*t *> LT^fc,, 
ORFtt3 3 17^;taS^e,*550fiS3- Klt^»j; ' N**MC-«© 
ii)fe^-»S/^4/*«#*£bfc. @3{CKy t e -D o o 1 i t t 1 eCDjGrtiST?^' 

^©Sft^tt/ilTM^n 7 >r >f > if h n SiRcoi^^ o 

RF^e>^«$tlS^*3 5, 8 2 2<fc»;*£^4 0 k D a <Z)«iRjg%#£j& 
[0 0 3 2] 

s©r ^ j wmn v^T -?u * x u £ t z: 5, 

^fXmi ndin (Ge n B a nk7^ti/3>#fA F 1 5 5 1 9 6) t.M 
iKtt&^LT^fc,, 3*3 IC, ##8*$!<Z>fc hg&fC (HP) mxmindin 
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(mm) <z>r$ ;mm&}<Ditm*m-? 0 *&&mm<Dm&m.t: 

±mm^-3s^r. 8 6. 4%<»i®m&*M\sT^t~ a 
ms 

HP MENPSPAAALGKALCALLLATL GAAGQPLGGES I CSARAPAKYS I TFTGKWSQTAFPKQ 

.. ** * «... *.....*.*...***..****.*.******. 
MM METMTSLRVNCWLTMTLALLSGVPAMPVDVDRMCTAPSTAKYRLTFTGQWTQTAFPKH 

HP YPLFRPPAQWSSLLGAAHSSDYSMWRKNQYVSNGLRDFAERGEAWALMKE I EAAGEALQS 
***.*******.*.*..***** .*..*.*.***.*.*.**.***.*.**.***** .** 
MM YPLYRPPAQWSPL I GVTHSSDYHLWQRNEYASNGVREFSERAEAWTL I KEVEAAGER I QS 

HP VHEVFSAPAVPSGTGQTS AELEVQRRHSLVSFV VR I VPSPDWFVG VDSLDLCDGDRWREQ 

*_.*****« .*** *.** a:***.**.**********.*****.**.**. 

MM VYGLFSAPAVV AGTGH ATTEFEVFARHSLLSF I VR I VPSPDWF I GVDSLNLCEGDHGKEN 

HP AALDLYPYDAGTDSGFTFSSPNF AT I PQDTVTE I TSSSPSHPANSF YYPRLKALPP I AR V 
. *. *******************. ****». **.**** ************** *****.* 
MM I SLELYPYDAGTDSGFTFSSPNFET I PQDK VTQ I TSSFPSHPANSFYYPRLKHLPP I AK V 

HP TLLRLRQSPRAF I PPAPVLPSRDNE I VD SASVPETPLDCEVSLWSSWGLCGGHCGRLGT 

.* * .* ********.**.**** *.** *. 

MM SLTK I KNNQ I FSLP I QPTQSNQ I PSGNE I DGPL I NTPLDCEVSVWSPWGLCKGQCGEKG V 



HP KSRTRYVRVQPANNGSPCPELEEEAECVPDNCV 
*****....*****.***.**». *.***** 
MM KHRTRY I HMHP ANNG APCPSLEEKRLC I PDNCV 
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*cDNA0SiTOffl^TGenBank^lti:3 5, ES 

47125) ifistmtstix^nfi. Bftmwjt&X'&mm&m&Mtmvm&m: 

[0 0 3 3] 

<HP0 3 34 2> (|BM#f4, 14, 2 4) 

MlfllcDNA7>f7*7'J-36^#?)^fc^D->HP0 3 3 4 2 <D c D 
NA>f>t- K©:£&»gB#I£& Jib 3, 1 14b p ©. 5 f ' -*«aR««, 
# 1 0 2 0 bpOORF, 7 9 1 bp03' #«§^^e>fc&«^£;£ It^fc 
. ORFtt33975 y^a«*^^^ejRS:=l-KLT^y, N*SBlc«Dt 
^»S/^*fc, -I©itlK^-f >^#«bfe D 04 [CKy t e-Doo 1 
ittl e 0^T^fi)t*iei©«|!*fi/I*tt^n 7>f ->fl/S:^t 0 >f > 
tfhn«iR©|gm, ORF^^I$tlS^l3 6, 9 5 2 «fc y^f>/j\sW 
4 k D a L fee 

[0 0 3 4] 

#S S ^ © T ^ y 66 £ ffi V > T zf n 5=- >f > - Z 1 - * £ &?Jf L £ £ Z. 5 , 
«SMSSeiCE T 0 6D8. 9 (Ge nB a n kgat I D##C A A 8 8 
9 7 2) fc«4KttS:#LTv*fc. *4lc, #38i$!<Z>fc hg&jR (HP) 
igfifCET06D8. 9 (CE) <D7 5 J itWlZm-t. 

-fit. *i%*$&m<Dm&m:£m-T$JMmm$:. . tt*^i©5aii:ifi7 
^ smm^ztft^enm-fo ^mmzis^x. 3 5. o%<D^m^mLx\,^ 

314 



HP MAAACGPGAAGYCLLLGLHLFLLTAGPALGWNDPDRMLLRDVKALTLHYDRYTTSRRLD 

.*..*****.*.*** ■..■*».**.. 
CE MSNKG VAM I SRFTTSFLLWMLL VFTVVFFETSAASDK VLLRDVSA I TLHKGKMTTGRR VS 



ffiffi#2 0 0 O - 3 0 5 7 4 2 9 
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HP P I PQLKCVGGTAGCDS YTPK V I QCQNKGWDG YDVQWECKTDLD I AYKFGKTV VSCEG YES 

*******.* ...****.**.*.*.** **** *..** . .**.. ******. 
CE PTFQLKCVGGSAK G AFTPK VVQCANQGFDGSDVQWRCD ADLPHDMEFGS I S VSCEG YD Y 

HP SEDQYVLRGSCGLEYNLDY TELGLQKLKESGKQHGFASFSDY YYKWSSADSCNMSGL I 

.**.*.*********.*.* * *. ..*... . . ..* . 

CE AEDPY I LRGSCGLEYELEYNSASGNRS VSRKSSQDRWDQFATFV VVAF I AY I IYAMWTNR 

HP TI VVLLG I AFVVYKLFLSDGQYSPPPYSEYPPFSHRYQRFTNSAGPPPPGFKSEFTGPQN 

. ... ..*. * .. .. *** 

CE NQNP ESSGYTSGGSGGPGGPGSGGGGGGPGGYPSAPPPYDDYSKPPPYGFRGD SQS 

HP TGHGATSGFGSAFTGQQGYENSGPGFWTGLGTGGILGYLFGS NRAATPFSDSWYYPSYP 

.* . *.* . * .*.* .***» . .* * ... 

CE GGGCQGSSSGGA SGSG ANNGGSFWTGASLGA I GGYLASSFLNNNNAYARPRYNRGF 

HP PSYPGTWNRAYSPLHGGSGSYSVCSNSDTKTRTASGYGGTRRR 
...* ..* .*.*.* * «... *..******•»* 
CE FQDT GFS SSDSWS SPSTSSMRSSSGYGGTTRR 



*cDNACDSiSW^fflV>TGenBankS:Ml/fci:35, ES 

8 7 1) #gn*3*iTv^#, ®&m&}*<DT'*ftw<Dm&$t£mvm&KZ3 

[0 0 3 5] 

<HP03 3 7 1> (ffi^OSf 5, 15, 2 5) 

\L hU >Jft-VifflJlg#cU9 3 7 cDNA7>f^7 1 J-*^#?>nfc^n->H 
P0 3 3 7 10cDNA>f>t- h©±*SS»tft*bfei:i5. 7 0 b p© 



ffi!3E4t 2 000-30 5 7429 
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m 



5' fmWW** 981bp©ORF, 7 4 b p<D3' #»i*M^e>&£*iji 
ZmVT^fro ORFtt3 2 6r5;««i*&&6fie5ES:3-KbTfe9, 
ZffiffiomfemnmF** ytfft&lsfco gSCKyte-Doolittle 

[0 0 3 6] 

7-?XGSGl (GenBankSSSlD^BAA3 7 0 8 7. 1) ££|{« 
0 &ZiiVT^fe 0 ^5C, *»thSat (HP) tVfXGSGl (MM 

ICfc^T, 7 1. 5%©ffiimtt£^bTV^o 
^5 

HP MAKMELSKAFSGQRTLLSA I LSMLSLSFSTTSLLSNYWFVGTQK VPKPLCEKGLAAKCFD 



**. *. *.***..****.****..*».****. *************. ..******» 
MM MEFQKGSSDQRTF I SA I LNMLSLGLST ASLLSSEWFVGTQK VPKPLCGQSLA AKCFD 



HP MPVSLDGD TNTSTQEVVQYN WETGDDRFSFRSFRSGMWLSCEETVEEPGERCRSF I ELT 
*«.****. .***.******.********** . ************ . ***** . ** . ***** 
MM MPMSLDGG I ANTSAQEVVQYTWETGDDRFSFLAFRSGMWLSCEETMEEPGEKCRRF I ELT 



HP PPAKR 



EILWLSLGTQITYI 



MM PPAQRGEKGLLEFATLQGSCHPTLRFGGEWLMEKASLLHLPWGPVAKVFWLSLGAQTAY I 



HP GLQF I SFLLLLTDLLLTGNPACGLKLSAFA AVSS VLSGLLGMVAHMMYSQVFQATVNLGP 
*** . ************* . ** . ************ ************ . ******** . **** 



1 7 



ffifE# 2000-3057429 



11-178065 




MM GLQLI SFLLLLTDLLLTTNPGCGLKLSAFAAVSLVLSGLLGMVAHMLYSQVFQATANLGP 
HP EDWRPHVWNYGWAFYMAWLSFTCCM ASAVTTFNTYTRMVLEFKCKHSKSFKENPNCLPH 



MM E LETTLLELRLGL LHSVGFLHLLHGVTVTTFNMYTRMVLEFKCRHSKSFNTNPSCLAH 
HP HHQCFPRRLSSA APTVGPLTSYHQYHNQP I HS VSEGVDFYSELRNKGFQRGASQELKEA V 
MM TTAVSFLLR 



*cDNA0^Ii!?!ll:MV^GenBank^itfctr5, ES 

0 64 4 3) timmtsfrx^fctf. &frmwte<DT**mm<Dm&m£mvm&n 

[0 0 3 7] 

<HP 0 3 3 7 3> 1 S> 2 6) 

tM§?|tcDNA7>f^7'J-A^#e.nfc?n->HP0 3 3 7 3©c D 

NA>f>t- h&^&mmmz&fevfciizLa, 3 9 bp© 5' ^mmmm. 9 

75bp0ORF, 72Obp03' IHffftt&S** e> IT ^fe c O 
K*-Y >###Lfc 0 @6lCKyte-Dool itt 1 e 

[0 0 3 8] 

V^XHSfiftP F T 2 7 (SWI S SPROTT^tJ/a>#fP 5 2 8 7 5 

) nm&&zmhT^fc 0 meiz. *&m<othm.&n (hp) t.w*mm& 

IPFT27 (MM) ©y$yBBBW©Jfc* : fc5R'r. -tt^r-W^fc, * tt#3§ 



1 8 



EttfEtt-2 000-3057429 




1 1 -1 7 8 0 6 ^1 



^6 

HP MAAAAPGNGRASAPRLLLLFLVPLLWAPAAVRAGPDEDLSHRNKEPPAPAQQLQPQPVAV 
*****.*.***...***.*.*. .******.*****.*******.*****. **«..«« 

MM MAAAARGSGRAPTRRLLVLLLLQLLWAPAGVRAGPEEDLSHRNQEPPAPPSSCSPQPAAV 

HP QGPEPARVEK I FTPAAPVHTNKEDPATQTNLGF I HAFVA A I SV I I VSELGDKTFF I A A I M 
** ****.** . **. ********* . * . ********************************* 
MM QGLEPARAEKGLTPVAPVHTNKEDAAAQTNLGF I HAFVA A I SV I I VSELGDKTFF I AA I M 

HP AMRYNRLTVLAGAMLALGLMTCLSVLFGYATTV I PRVYTYYVSTVLFA I FG I RMLREGLK 
*****************.**************************. *************** 
MM AMRYNRLTVLAGAMLALALMTCLSVLFGYATTV I PR V YTYYVSTALFA I FG I RMLREGLK 

HP MSPDEGQEELEEVQ AELKKKDEEFQRTKLLNGPGD VETGTS I TVPQKK WLHF I SPIFVQA 
********************************* ******* m m m **************** 

MM MSPDEGQEELEEVQAELKKKDEEFQRTKLLNGP DVETGTSTAIPQKKWLHFI SPIFVQA 
HP LTLTFLAEWGDRSQLTT I VLA AREDPYGVA VGGT VGHCLCTGLAV I GGRM I AQK I S VRTV 

****************************************************X******* 

MM LTLTFLAEWGDRSQLTT I VLA AREDPYGVA VGGTVGHCLCTGLAV I GGRM I AQK I SVRTV 

HP T I I GG I VFLAFAFSALF I SPDSGF 
******************** m x*x 

MM T I I GG I VFLAFAFSALF I SPESGF 



ffifE# 2000-3057429 




11-178 0 65 



*cDNA©SlI?lJS:fflV^GenBank5:tiL/fci:35, ES 
TtfJtplC, 9 oyoJ^Jt^ffi^Sr^-rS*© (Mill 7.^ti/a>SfAI3 

58154) #fi»s*vrv*fc#. ms^j^o t-*^w©iesi: i ei 

[0 03 9] 

<HP 0 3 3 7 4> (S2^J##7, 17, 2 7) 

tMfficDNA^'f^'J-A^i&^c^n-^HPO 3 3 740cD 
NA>{>t- bCD^«SH^JS:^Lfei:z:5, 9 7 bp© 5' 4 
62bp0ORF, 1 5 0 5 bp©3' ^iSilW^ e>&<5fltSt£^ l/T V^„ 

oRFtti 5 3 7^;i^?.&siei&3 - KbTfcy, i@m©«i^ 

*®K:*>f >###l/fc 0 07ICKyt e-Doolittl eO^T'^ftfc 

*saM©^7K&/S7Ktt^n -/i/fca^r. >f hn»|R<z>*g^ orf 

j^&^aBSJlS^il 7,4 8 3 J:*;-^;*:^^ 0 k D a OlKSfttf^A 
[0 0 4 0] 

^iMlSfilSPBC l 19. 0 9 c (Ge nB ankSfiSlDtfC 
AA1 7 9 24) Hm&®.*HhT\i^ 0 ^7tC, *^0tMeg (HP) 
^SMiISItSPBCH9. 09 c (S P) ©T^ v>&gB#I(Z>itiit£ 

©gss^&r^ yajBasfc-efi^fi**. £««c;I3v*t, 44. i%©*b 

^7 

HP M NVGTAHSEVNPNTR VMNSRG I WLSYVLA I GLLH I VLL 

SP MGSSSSRRRSSSLVTKVPKPT I DDRLDQGSATN YNSNW VN YKG AW V I H I VL I A ALRL I FH 
HP S I PFVSVPWWTLTNL I HNMGMY I FLHTVKGTPFETPDQGKARLLTHWEQMDYGVQFTAS 



2 0 



ffl§E# 2000-30 5 7429 




11 — 17806 



m 



SP A I PS VSRELA WTLTNLTYMAGSF I MFHWVTGTPFEFNGGA YDR LTMWEQLDEGNQYTPA 

HP RKFLT I TP I VLYFLTSF YTK YDQ I HF VLNTVSLMS VL I PKLPQLHGVE I FG I NK Y 

**.* . **.*..... **.*. *..*. *******. . * *****.* 
SP RKYLLVLP 1 1 LFLMSTH YTH YNG WMFLVN I WALFM VL I PKLPA VHRKR I FG I QELSLRDD 



3fccDNA0JgSIB^I$:ffiV^GenBankS:^bfci:^5, ES 

89229) tfi&mztiT^tcLifi^ B&mm*<DT°*mm<Dm&miLmvw.&m 

[0 0 4 1] 

<HP 1 0 3 5 4> (EB#I##8> 1 8, 2 8) 

H MicDNA5>f^7y-^e)#e>tlfc^D->HP 1 0 3 54©cDN 
Ajyy— h<D±&mmn*&:j£hfc£Za. 27bp©5' #SSRM^> 4 6 
2bp0ORF, 8 1bp<Z>3* #HSf*Miig^ e> £ £ ftJi £ >t It ORF 
1*1 5 3 - Flt^y, K 

*4>&&&Vft 0 08lCKy t e -D oolittl e CD^^^^fefc^ga 

S^^S^ftl 7, 3 5 2j:y^§VM 8 k D a ©jg|iRjg4&#£/£Lfc 0 
[0 04 2] 

#g ^ ^ mmnzm zfu ^ y?- & x u & £ ^ 5. 

^^#^3SSe3SSPBCl 1 9. 09c (GenBankgeglDtfC 
AA 17 924) tSfilttS:fL/TV^c 0 ^8{C. *^0b hgBI (HP) 

t^iffissaisPBci 19. 09c (sp) 075 jwmmoimt*: 
©gagiisiKr^yift^&^ti^ti^-ro £«^c*5v>t. 41. 9%©*b 



2 1 



ffi|E# 2000-3057429 




#5£ 11-178065 
^8 



HP MNVGT AHSEVNPNTRVMNSRG I WLSYVLA I GLLH I VLL 

XXX XX 

SP MGSSSSRRRSSSLVTK VPKPT I DDRLDQGSATNYNSNW VNYKGA W V I H I VL I A ALRL I FH 

HP S I PFVS VPV VWTLTNL I HNMGMY I FLHT VKGTPFETPDQGKARLLTH WEQMD YG VQFT AS 
.** ** ..******.. * .*. .* *.***** . . .* ** »**.* * *.*.. 
SP A I PSVSRELAWTLTNLTYM AGSF I MFHWVTGTPFEFNGGAYDR LTMWEQLDEGNQYTPA 

HP RKFLT I TP I VLYFLTSFYTKYDQ I HFVLNTVSLMSVL I PKLPQLHG VR I FG I NK Y 

. **.*. *. .*. »******..« *****.* 

SP RKYLLVLPI I LFLMSTHYTHYNG WMFL VN I WALFMVL I PKLPAVHRKR I FG I QKLSLRDD 



[004 3] 

*m&m*> *^W©IfilH P 0 3 3 7 4 l/T^fc. ^9{C 

, (HP) fcHP03 3 74 (HS) <DT-$ jmmW&ltM&tt't. ~ 

£.m&T§ jm&&* : eti-€*i3i ; *. ^wmz&^T. 8 i. o%<Di&m®.*m 

3*9 

HP MNVGVAHSEVNPNTR VMNSRG I WLA Y 1 1 LVGLLHMVLLS I PFFS I P VVWTLTN V I HNL AT 

****.*******************.*. . .****.*******. *.********.***. . 
HS MNVGTAHSEVNPNTR VMNSRG I WLSYVLA I GLLH I VLLS I PFVSVP WWTLTNL I HNMGM 

HP YVFLHTVKGTPFETPDQGKARLLTH WEQMDYGLQFTSSRKFLS I SP I VLYLLASFYTK YD 
* **»***************************.***. *****.*.*****.*.******* 



miE# 2000-305742 9 




HS ¥ I FLHTVKGTPFETPDQGKARLLTHWEQMD YG VQFTASRKFLT I TP I VLYFLTSFYTK YD 

HP AAHFL I NT ASLLSVLLPKLPQFHG VRVFG I NK Y 
. **..**.**.***.*****.****.****** 

HS Q I HFVLNT VSLMSVL I PKLPQLHGVR I FG I NK Y 



tfe, *cDNAOHi!?!l&fflV\tGenBank^Lfei:35, ES 

79 i 8 7).^fi«3'tiTv\^v mftmmte<bT~*mm<Dm&m:}imvm.&m 

[0044] 

<HP1 0 63 8> (ffi?!I##9, 19, 2 9) 

hff3ScDNA7>f^7'J-*^#^tlt^n->HP 1 0 6 3 8©cDN 
A>f>1?— h©:£&«gB^J£&5£L£:£:r3, 2 7 7 bp© 5* #j®f?M^> 6 

0 3b pcorf, 2 8 i b p<D3' #mmM&fr*>&z>m& : kmi'T\^ B O 

RFi*2 0 0 7$ y»39«*&fc**ajifc=i-- KUT.JS'y, ^<fc%Hf 

>f >##&bfc 0 H9 ICK y te-Doolittle 
■ORFfrfef«Sn5^fi2 2, 7 5 l t«ffHC2 3 k D a <£>®gRjg## 
[004 5] 

*cDNA©igSS!?0S:fflV>tGenBankS:t5|Lfei:r5, ES 
T<Z)fpiC, 9 0%J^_t©ffiH1££;t-r5 : fo© (mx.it. r^ti/a>S#N3 6 
0 3 3) *lTy\fc#„ gP#B^J&<Z>T*;£3j!f!l|<Z>g eS^BDSiaS^n 

[004 6] 

<HP 1 0 6 8 7> (gg#l##l 0, 2 0, 3 0) 

t: M»|»cDNA^-ry^y-^e>#e>tVfc^n-->HP 10687©cDN 
A>f>t-hOMISIJ$:^Ufci:r5, 57bp©5' 5 7 



mUE#2 000-30574 2 9 



#5£ 11 — 178065 




ObpOORF, 19 6bp®3' #mWlM®frbte2>mm*:mVT^f~ B OR 
;i/###bfc 0 HlOCKyte-Doolittl e0*W«)fe*SfiS 
£*l&3HF-*2 0, 6 8 1 J:y^tV>2 3 kD a©Sf?IW«bt„ Z. 

[0 0 4 7] 

*c DNACDigSffi^JSrffiVxTG e n B a n k frfilUR.L E S 
TCDtptC, 9 0%£t±®ffiHt5:tt5 : b© 7?ti/a>## AA2 

1 5 3 3 4) tffifcSJlTV^fctf, S^SB^©'e*^©MeSi:I^^Se^ 

[0 0 4 8 ] 

(dun Ait. n&pwmm ^n-^ ate^ffMat^w zi,t m^zzztfi 

[0 0 4 9] 



<110> Sagaai Chemical Research Center, 



2 4 



miiE# 2 000-3057429 





#5£ 1 1 — 17806 



Protegene Inc. 

<120> Human proteins having hydrophobic domains and DN As encoding these 
proteins 
<130> SO18205 
<160> 30 

[0 05 0] 

<210> 1 
<211> 266 
<212> PRT 

<213> Homo sapience 
<400> 1 

Met Val Lys Val Thr Phe Asn Ser Ala Leu Ala Gin Lys Glu Ala Lys 

1 5 10 15 

Lys Asp Glu Pro Lys Ser Gly Glu Glu Ala Leu He He Pro Pro Asp 

20 25 30 

Ala Val Ala Val Asp Cys Lys Asp Pro Asp Asp Val Val Pro Val Gly 

35 40 45 

Gin Arg Arg Ala Trp Cys Trp Cys Met Cys Phe Gly Leu Ala Phe Met 

50 55 60 

Leu Ala Gly Val He Leu Gly Gly Ala Tyr Leu Tyr Lys Tyr Phe Ala 
65 70 75 80 

Leu Gin Pro Asp Asp Val Tyr Tyr Cys Gly lie Lys Tyr He Lys Asp 

85 90 95 

Asp Val lie Leu Asn Glu Pro Ser Ala Asp Ala Pro Ala Ala Leu Tyr 

100 105 110 

Gin Thr He Glu Glu Asn He Lys He Phe Glu Glu Glu Glu Val Glu 

115 120 125 

Phe He Ser Val Pro Val Pro Glu Phe Ala Asp Ser Asp Pro Ala Asn 
130 135 140 



2 5 



tBIE# 2000-3057429 




#3* 11-1 78 065 



He Val His Asp Phe Asn Lys Lys Leu Thr Ala Tyr Leu Asp Leu Asn 
145 150 155 160 

Leu Asp Lys Cys Tyr Val Me Pro Leu Asn Thr Ser lie Val Met Pro 

165 170 175 

Pro Arg Asn Leu Leu Glu Leu Leu He Asn He Lys Ala Gly Thr Tyr 

180 185 190 

Leu Pro Gin Ser Tyr Leu lie His Glu His Met Val lie Thr Asp Arg 

195 200 205 

lie Glu Asn lie Asp His Leu Gly Phe Phe He Tyr Arg Leu Cys His 

210 215 220 

Asp Lys Glu Thr Tyr Lys Leu Gin Arg Arg Glu Thr He Lys Gly He 
225 230 235 240 

Gin Lys Arg Glu Ala Ser Asn Cys Phe Ala lie Arg His Phe Glu Asn 

245 250 255 

Lys Phe Ala Val Glu Thr Leu He Cys Ser 
260 265 

[0 0 5 1] 

<210> 2 
<211> 238 
<212> PRT 

<213> Hobo sapience 
<400> 2 

Met He Leu Leu Val He Leu Ala Phe Tyr Leu Trp Gin Val Asp Met 

1 5 10 15 

Leu Ser Glu lie Asn He Ala Pro Arg He Leu Thr Asn Phe Thr Gly 

20 25 30 

Val Met Pro Pro Gin Phe Lys Lys Asp Leu Asp Ser Tyr Leu Lys Thr 
35 40 45 



ffif£# 2 0 0 0-3 0 5 74 2 9 




4#*p 11-1 7 806 



Arg Ser Pro Val Thr Phe Leu Ser Asp Leu Arg Ser Asn Leu Gin Val 

50 55 60 

Ser Asn Glu Pro Gly Asn Arg Tyr Asn Leu Gin Leu lie Asn Ala Leu 
65 70 75 80 

Val Leu Tyr Val Gly Thr Gin Ala He Ala His lie His Asn Lys Gly 

85 90 95 

Ser Thr Pro Ser Met Ser Thr lie Thr His Ser Ala His Met Asp He 

100 105 110 

Phe Gin Asn Leu Ala Val Asp Leu Asp Thr Glu Gly Arg Tyr Leu Phe 

115 120 125 

Leu Asn Ala lie Ala Asn Gin Leu Arg Tyr Pro Asn Ser His Thr His 

130 135 140 

Tyr Phe Ser Cys Thr Met Leu Tyr Leu Phe Ala Glu Ala Asn Thr Glu 
145 150 155 160 

Ala lie Gin Glu Gin He Thr Arg Val Leu Leu Glu Arg Leu lie Val 

165 170 175 

Asn Arg Pro His Pro Trp Gly Leu Leu He Thr Phe lie Glu Leu lie 

180 185 190 

Lys Asn Pro Ala Phe Lys Phe Trp Asn His Glu Phe Val His Cys Ala 

195 200 205 

Pro Glu He Glu Lys Leu Phe Gin Ser Val Ala Gin Cys Cys Met Gly 

210 215 220 

Gin Lys Gin Ala Gin Gin Val Met Glu Gly Thr Gly Ala Ser 
225 230 235 

[0 0 5 2] 

<210> 3 
<211> 331 
<212> PRT 



ffiffi# 2000-3057429 




11-178065 



<213> Homo sapience 
<400> 3 

Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 

1 5 10 15 

Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 

20 25 30 

Ser He Cys Ser Ala Arg Ala Pro Ala Lys Tyr Ser He Thr Phe Thr 

35 40 45 

Gly Lys Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg 

50 55 60 

Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala Ala His Ser Ser Asp 
65 70 75 80 

Tyr Ser Met Trp Arg Lys Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp 

85 90 95 

Phe Ala Glu Arg Gly Glu Ala Trp Ala Leu Met Lys Glu lie Glu Ala 

100 105 110 

Ala Gly Glu Ala Leu Gin Ser Val His Glu Val Phe Ser Ala Pro Ala 

115 120 125 

Val Pro Ser Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arg 

130 135 140 

Arg His Ser Leu Val Ser Phe Val Val Arg lie Val Pro Ser Pro Asp 
145 150 155 160 

Trp Phe Val Gly Val Asp Ser Leu Asp Leu Cys Asp Gly Asp Arg Trp 

165 170 175 

Arg Glu Gin Ala Ala Leu Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp 

180 185 190 

Ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala Thr lie Pro Gin Asp 

195 200 205 

Thr Val Thr Glu lie Thr Ser Ser Ser Pro Ser His Pro Ala Asn Ser 



2000-3057429 




210 215 220 



Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro He Ala Arg Val Thr 
225 230 235 240 

Leu Leu Arg Leu Arg Gin Ser Pro Arg Ala Phe He Pro Pro Ala Pro 

245 250 255 

Val Leu Pro Ser Arg Asp Asn Glu lie Val Asp Ser Ala Ser Val Pro 

260 265 270 

Glu Thr Pro Leu Asp Cys Glu Val Ser Leu Trp Ser Ser Trp Gly Leu 
275 280 285 

^ Cys Gly Gly His Cys Gly Arg Leu Gly Thr Lys Ser Arg Thr Arg Tyr 
290 295 300 

Val Arg Val Gin Pro Ala Asn Asn Gly Ser Pro Cys Pro Glu Leu Glu 
305 310 315 320 

Glu Glu Ala Glu Cys Val Pro Asp Asn Cys Val 
325 330 

[0 0 5 3] 

<210> 4 
<211> 339 
^ <212> PRT 

<213> Hono sapience 
<400> 4 

Met Ala Ala Ala Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu Leu 

1 5 10 15 

Gly Leu His Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly Trp Asn 

20 25 30 

Asp Pro Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu Thr Leu His 

35 40 45 

Tyr Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro He Pro Gin Leu 



ffiIE# 2000-30574 2 9 





11-178065 



50 55 60 

Lys Cys Val Gly Gly Thr Ala Gly Cys Asp Ser Tyr Thr Pro Lys Val 
65 70 75 80 

lie Gin Cys Gin Asn Lys Gly Trp Asp Gly Tyr Asp Val Gin Trp Glu 

85 90 95 

Cys Lys Thr Asp Leu Asp He Ala Tyr Lys Phe Gly Lys Thr Val Val 

100 105 110 

Ser Cys Glu Gly Tyr Glu Ser Ser Glu Asp Gin Tyr Val Leu Arg Gly 

115 120 125 

Ser Cys Gly Leu Glu Tyr Asn Leu Asp Tyr Thr Glu Leu Gly Leu Gin 

130 135 140 

Lys Leu Lys Glu Ser Gly Lys Gin His Gly Phe Ala Ser Phe Ser Asp 
145 150 155 160 

Tyr Tyr Tyr Lys Trp Ser Ser Ala Asp Ser Cys Asn Met Ser Gly Leu 

165 170 175 

He Thr He Val Val Leu Leu Gly He Ala Phe Val Val Tyr Lys Leu 

180 185 190 

Phe Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr Ser Glu Tyr Pro 

195 200 205 

Pro Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser Ala Gly Pro Pro 

210 215 220 

Pro Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin Asn Thr Gly His 
225 230 235 240 

Gly Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly Tyr 

245 250 255 

Glu Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly Thr Gly Gly He 

260 265 270 

Leu Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro Phe Ser Asp 
275 280 285 



3 0 



2000-3057429 




Ser Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr Pro Gly Thr Trp Asn 

290 295 300 

Arg Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys 
305 310 315 320 

Ser Asn Ser Asp Thr Lys Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr 
325 330 335 

Arg Arg Arg 

[0 0 5 4] 

Q <210> 5 

<211> 326 
<212> PRT 

<213> Homo sapience 
<400> 5 

Met Ala Lys Met G In Leu Ser Lys Ala Phe Ser Gly Gin Arg Thr Leu 

1 5 10 15 

Leu Ser Ala lie Leu Ser Met Leu Ser Leu Ser Phe Ser Thr Thr Ser 

20 25 30 

Leu Leu Ser Asn Tyr Trp Phe Val Gly Thr Gin Lys Val Pro Lys Pro 
^ 35 40 45 

Leu Cys Glu Lys Gly Leu Ala Ala Lys Cys Phe Asp Met Pro Val Ser 

50 55 60 

Leu Asp Gly Asp Thr Asn Thr Ser Thr Gin Glu Val Val Gin Tyr Asn 
65 70 75 80 

Trp Glu Thr Gly Asp Asp Arg Phe Ser Phe Arg Ser Phe Arg Ser Gly 

85 90 95 

Met Trp Leu Ser Cys Glu Glu Thr Val Glu Glu Pro Gly Glu Arg Cys 

100 105 110 

Arg Ser Phe He Glu Leu Thr Pro Pro Ala Lys Arg Glu lie Leu Trp 

3 1 £fS!E# 2000-3057429 





#5£ 1 1-1 78065 



115 120 125 

Leu Ser Leu Gly Thr Gin lie Thr Tyr lie Gly Leu Gin Phe lie Ser 

130 135 140 

Phe Leu Leu Leu Leu Thr Asp Leu Leu Leu Thr Gly Asn Pro Ala Cys 
145 150 155 160 

Gly Leu Lys Leu Ser Ala Phe Ala Ala Val Ser Ser Val Leu Ser Gly 

165 170 175 

Leu Leu Gly Met Val Ala His Met Met Tyr Ser Gin Val Phe Gin Ala 

180 185 190 

Thr Val Asn Leu Gly Pro Glu Asp Trp Arg Pro His Val Trp Asn Tyr 

195 200 205 

Gly Trp Ala Phe Tyr Met Ala Trp Leu Ser Phe Thr Cys Cys Met Ala 

210 215 220 

Ser Ala Val Thr Thr Phe Asn Thr Tyr Thr Arg Met Val Leu Glu Phe 
225 230 235 240 

Lys Cys Lys His Ser Lys Ser Phe Lys Glu Asn Pro Asn Cys Leu Pro 

245 250 255 

His His His Gin Cys Phe Pro Arg Arg Leu Ser Ser Ala Ala Pro Thr 

260 265 270 

Val Gly Pro Leu Thr Ser Tyr His Gin Tyr His Asn Gin Pro lie His 

275 280 285 

Ser Val Ser Glu Gly Val Asp Phe Tyr Ser Glu Leu Arg Asn Lys Gly 

290 295 300 

Phe Gin Arg Gly Ala Ser Gin Glu Leu Lys Glu Ala Val Arg Ser Ser 
305 310 315 320 

Val Glu Glu Glu Gin Cys 
325 



[0 0 5 5] 



mHE# 2 0 0 0-3 0 5 7 4 2 9 





#32 11 — 1 7 806 



<210> 6 
<211> 324 
<212> PRT 

<213> Homo sapience 
<400> 6 

Met Ala Ala Ala Ala Pro Gly Asn Gly Arg Ala Ser Ala Pro Arg Leu 

1 5 10 15 

Leu Leu Leu Phe Leu Val Pro Leu Leu Trp Ala Pro Ala Ala Val Arg 

20 25 30 

Ala Gly Pro Asp Glu Asp Leu Ser His Arg Asn Lys Glu Pro Pro Ala 

35 40 45 

Pro Ala Gin Gin Leu Gin Pro Gin Pro Val Ala Val Gin Gly Pro Glu 

50 55 60 

Pro Ala Arg Val Glu Lys He Phe Thr Pro Ala Ala Pro Val His Thr 
65 70 75 80 

Asn Lys Glu Asp Pro Ala Thr Gin Thr Asn Leu Gly Phe He His Ala 

85 90 95 

Phe Val Ala Ala He Ser Val He He Val Ser Glu Leu Gly Asp Lys 

100 105 H0 

Thr Phe Phe He Ala Ala He Met Ala Met Arg Tyr Asn Arg Leu Thr 

115 120 125 

Val Leu Ala Gly Ala Met Leu Ala Leu Gly Leu Met Thr Cys Leu Ser 

130 135 140 

Val Leu Phe Gly Tyr Ala Thr Thr Val He Pro Arg Val Tyr Thr Tyr 
145 150 155 160 

Tyr Val Ser Thr Val Leu Phe Ala He Phe Gly He Arg Met Leu Arg 

165 170 175 

Glu Gly Leu Lys Met Ser Pro Asp Glu Gly Gin Glu Glu Leu Glu Glu 
180 185 190 



ffiffi#2 0 0 0- 305742 9 




m 



#3* 11 — 178065 



Val Gin Ala Glu Leu Lys Lys Lys Asp Glu Glu Phe Gin Arg Thr Lys 

195 200 205 

Leu Leu Asn Gly Pro Gly Asp Val Glu Thr Gly Thr Ser lie Thr Val 

210 215 220 

Pro Gin Lys Lys Trp Leu His Phe He Ser Pro He Phe Val Gin Ala 
225 230 235 240 

Leu Thr Leu Thr Phe Leu Ala Glu Trp Gly Asp Arg Ser Gin Leu Thr 

245 250 255 

Thr He Val Leu Ala Ala Arg Glu Asp Pro Tyr Gly Val Ala Val Gly 

260 265 270 

Gly Thr Val Gly His Cys Leu Cys Thr Gly Leu Ala Val lie Gly Gly 

275 280 285 

Arg Met lie Ala Gin Lys lie Ser Val Arg Thr Val Thr lie lie Gly 

290 295 300 

Gly He Val Phe Leu Ala Phe Ala Phe Ser Ala Leu Phe lie Ser Pro 
305 310 315 320 

Asp Ser Gly Phe 

[0 0 5 6] 

<210> 7 
<211> 153 
<212> PRT 

<213> Hoao sapience 
<400> 7 

Met Asn Val Gly Thr Ala His Ser Glu Val Asn Pro Asn Thr Arg Val 

1 5 10 15 

Met Asn Ser Arg Gly He Trp Leu Ser Tyr Val Leu Ala He Gly Leu 

20 25 30 

Leu His He Val Leu Leu Ser He Pro Phe Val Ser Val Pro Val Val 
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35 40 45 

Trp Thr Leu Thr Asn Leu He His Asn Met Gly Met Tyr lie Phe Leu 

50 55 60 

His Thr Val Lys Gly Thr Pro Phe Glu Thr Pro Asp Gin Gly Lys Ala 
65 70 75 80 

Arg Leu Leu Thr His Trp Glu Gin Met Asp Tyr Gly Val Gin Phe Thr 

85 90 95 

Ala Ser Arg Lys Phe Leu Thr He Thr Pro lie Val Leu Tyr Phe Leu 

100 105 110 

Thr Ser Phe Tyr Thr Lys Tyr Asp Gin lie His Phe Val Leu Asn Thr 

115 120 125 

Val Ser Leu Met Ser Val Leu lie Pro Lys Leu Pro Gin Leu His Gly 

130 135 140 

Val Arg lie Phe Gly He Asn Lys Tyr 
145 150 

<210> 8 
<211> 153 
<212> PRT 

<213> Hoao sapience 
<400> 8 

Met Asn Val Gly Val Ala His Ser Glu Val Asn Pro Asn Thr Arg Val 

1 5 10 15 

Met Asn Ser Arg Gly He Trp Leu Ala Tyr He He Leu Val Gly Leu 

20 25 30 

Leu His Met Val Leu Leu Ser He Pro Phe Phe Ser He Pro Val Val 

35 40 45 

Trp Thr Leu Thr Asn Val lie His Asn Leu Ala Thr Tyr Val Phe Leu 
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50 55 60 

His Thr Val Lys Gly Thr Pro Phe Glu Thr Pro Asp Gin Gly Lys Ala 
65 70 75 80 

Arg Leu Leu Thr His Trp Glu Gin Met Asp Tyr Gly Leu Gin Phe Thr 

85 90 95 

Ser Ser Arg Lys Phe Leu Ser lie Ser Pro He Val Leu Tyr Leu Leu 

100 105 110 

Ala Ser Phe Tyr Thr Lys Tyr Asp Ala Ala His Phe Leu He Asn Thr 

115 120 125 

Ala Ser Leu Leu Ser Val Leu Leu Pro Lys Leu Pro Gin Phe His Gly 

130 135 140 

Val Arg Val Phe Gly He Asn Lys Tyr 
145 150 

[0 0 5 7] 

<210> 9 
<211> 200 
<212> PRT 

<213> Hobo sapience 
<400> 9 

Met Ala Ala Ser Met His Gly Gin Pro Ser Pro Ser Leu Glu Asp Ala 

1 5 10 15 

Lys Leu Arg Arg Pro Met Val He Glu He He Glu Lys Asn Phe Asp 

20 25 30 

Tyr Leu Arg Lys Glu Met Thr Gin Asn He Tyr Gin Met Ala Thr Phe 

35 40 45 

Gly Thr Thr Ala Gly Phe Ser Gly He Phe Ser Asn Phe Leu Phe Arg 

50 55 60 

Arg Cys Phe Lys Val Lys His Asp Ala Leu Lys Thr Tyr Ala Ser Leu 



3 6 



ffifE# 2000-3057429 




4£ #5p i 1 - 1 7 8 0 6 



65 70 75 80 

Ala Thr Leu Pro Phe Leu Ser Thr Val Val Thr Asp Lys Leu Phe Val 

85 90 95 

He Asp Ala Leu Tyr Ser Asp Asn He Ser Lys Glu Asn Cys Val Phe 

100 105 110 

Arg Ser Ser Leu He Gly He Val Cys Gly Val Phe Tyr Pro Ser Ser 

115 120 125 

Leu Ala Phe Thr Lys Asn Gly Arg Leu Ala Thr Lys Tyr His Thr Val 

130 135 140 

Pro Leu Pro Pro Lys Gly Arg Val Leu He His Trp Met Thr Leu Cys 
145 150 155 160 

Gin Thr Gin Met Lys Leu Met Ala lie Pro Leu Val Phe Gin He Met 

165 170 175 

Phe Gly He Leu Asn Gly Leu Tyr His Tyr Ala Val Phe Glu Glu Thr 

180 185 190 

Leu Glu Lys Thr He His Glu Glu 
195 200 

[0 0 5 8] 

<210> 10 
<211> 189 
<212> PRT 

<213> Hobo sapience 
<400> 10 

Met Arg Leu Ser Leu Pro Leu Leu Leu Leu Leu Leu Gly Ala Trp Ala 

1 5 10 15 

He Pro Gly Gly Leu Gly Asp Arg Ala Pro Leu Thr Ala Thr Ala Pro 

20 25 30 

Gin Leu Asp Asp Glu Glu Met Tyr Ser Ala His Met Pro Ala His Leu 



3 7 
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35 40 45 

Arg Cys Asp Ala Cys Arg Ala Val Ala Tyr Gin Met Trp Gin Asn Leu 

50 55 60 

Ala Lys Ala Glu Thr Lys Leu His Thr Ser Asn Ser Gly Gly Arg Arg 
65 70 75 80 

Glu Leu Ser Glu Leu Val Tyr Thr Asp Val Leu Asp Arg Ser Cys Ser 

85 90 95 

Arg Asn Trp Gin Asp Tyr Gly Val Arg Glu Val Asp Gin Val Lys Arg 

100 105 110 

Leu Thr Gly Pro Gly Leu Ser Glu Gly Pro Glu Pro Ser He Ser Val 

115 120 125 

Met Val Thr Gly Gly Pro Trp Pro Thr Arg Leu Ser Arg Thr Cys Leu 

130 135 140 

His Tyr Leu Gly Glu Phe Gly Glu Asp Gin He Tyr Glu Ala His Gin 
145 150 155 160 

Gin Gly Arg Gly Ala Leu Glu Ala Leu Leu Cys Gly Gly Pro Gin Gly 

165 170 175 

Ala Cys Ser Glu Lys Val Ser Ala Thr Arg Glu Glu Leu 
180 185 



[0 0 5 9] 

<210> 11 
<211> 798 
<212> DNA 

<213> Bono sapience 
<400> 11 

atggtgaagg tgacgttcaa ctccgctctg gcccagaagg aggccaagaa ggacgagccc 60 
aagagcggcg aggaggcgct catcatcccc cccgacgccg tcgcggtgga ctgcaaggac 120 
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ccagatgatg tggtaccagt tggccaaaga agagcctggt gttggtgcat gtgctttgga 180 
Ctagcattta tgcttgcagg tgttattcta ggaggagcat acttgtacaa atattttgca 240 
cttcaaccag atgacgtgta ctactgtgga ataaagtaca tcaaagatga tgtcatctta 300 
aatgagccct ctgcagatgc cccagctgct ctctaccaga caattgaaga aaatattaaa 360 
atctttgaag aagaagaagt tgaatttatc agtgtgcctg tcccagagtt tgcagatagt 420 
gatcctgcca acattgttca tgactttaac aagaaactta cagcctattt agatcttaac 480 
ctggataagt gctatgtgat ccctctgaac acttccattg ttatgccacc cagaaaccta 540 
ctggagttac ttattaacat caaggctgga acctatttgc ctcagtccta tctgattcat 600 
gagcacatgg ttattactga tcgcattgaa aacattgatc acctgggttt ctttatttat 660 
cgactgtgtc atgacaagga aacttacaaa ctgcaacgca gagaaactat taaaggtatt 720 
cagaaacgtg aagccagcaa ttgtttcgca attcggcatt ttgaaaacaa atttgccgtg 780 
gaaactttaa tttgttct 7gg 

[0 0 6 0] 
<210> 12 
<211> 714 
<212> DNA 

<213> Hobo sapience 
<400> 12 

atgattctgc ttgtgattct tgcattttat ctgtggcagg tggacatgtt gagtgaaatt 60 
aacattgctc cccggattct caccaatttc actggagtaa tgccacctca gttcaaaaag 120 
gatttggatt cctatcttaa aactcgatca ccagtcactt tcctgtctga tctgcgcagc 180 
aacctacagg tatccaatga acctgggaat cgctacaacc tccagctcat caatgcactg 240 
gtgctctatg tcgggactca ggccattgcg cacatccaca acaagggcag cacaccttca 300 
atgagcacca tcactcactc agcacacatg gatatcttcc agaatttggc tgtggacttg 360 
gacactgagg gtcgctatct ctttttgaat gcaattgcaa atcagctccg gtacccaaat 420 
agccacactc actacttcag ttgcaccatg ctgtaccttt ttgcagaggc caatacggaa 480 
gccatccaag aacagatcac aagagttctc ttggaacggt tgattgtaaa taggccacat 540 
ccttggggtc ttcttattac cttcattgag ctgattaaaa acceagcgtt taagttctgg 600 
aaccatgaat ttgtacactg tgccccagaa atcgaaaagt tattccagtc ggtcgcacag 660 
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tgctgcatgg gacagaagca ggcccagcaa gtaatggaag ggacaggtgc cagt 714 

[0 0 6 1] 
<210> 13 
<211> 993 
<212> DNA 

<213> Homo sapience 
<400> 13 

atggaaaacc ccagcccggc cgccgccctg ggcaaggccc tctgcgctct cctcctggcc 60 
actctcggcg ccgccggcca gcctcttggg ggagagtcca tctgttccgc cagagccccg 120 
gccaaataca gcatcacctt cacgggcaag tggagccaga cggccttccc caagcagtac 180 
cccctgttcc gcccccctgc gcagtggtct tcgctgctgg gggccgcgca tagctccgac 240 
tacagcatgt ggaggaagaa ccagtacgtc agtaacgggc tgcgcgactt tgcggagcgc 300 
ggcgaggcct gggcgctgat gaaggagatc gaggcggcgg gggaggcgct gcagagcgtg 360 
cacgaggtgt tttcggcgcc cgccgtcccc agcggcaccg ggcagacgtc ggcggagctg 420 
gaggtgcagc gcaggcactc gctggtctcg tttgtggtgc gcatcgtgcc cagccccgac 480 
tggttcgtgg gcgtggacag cctggacctg tgcgacgggg accgttggcg ggaacaggcg 540 
gcgctggacc tgtaccccta cgacgccggg acggacagcg gcttcacctt ctcctccccc 600 
aacttcgcca ccatcccgca ggacacggtg accgagataa cgtcctcctc tcccagccac 660 
ccggccaact ccttctacta cccgcggctg aaggccctgc ctcccatcgc cagggtgaca 720 
ctgctgcggc tgcgacagag ccccagggcc ttcatccctc ccgccccagt cctgcccagc 780 
agggacaatg agattgtaga cagcgcctca gttccagaaa cgccgctgga ctgcgaggtc 840 
tccctgtggt cgtcctgggg actgtgcgga ggccactgtg ggaggctcgg gaccaagagc 900 
aggactcgct acgtccgggt ccagcccgcc aacaacggga gcccctgccc cgagctcgaa 960 
gaagaggctg agtgcgtccc tgataactgc gtc 993 

[0 0 6 2] 
<210> 14 
<211> 1017 
<212> DNA 

<213> Homo sapience 
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<400> 14 

atggccgcag cctgcgggcc gggagcggcc gggtactgct tgctcctcgg cttgcatttg 60 
tttctgctga ccgcgggccc tgccctgggc tggaacgacc ctgacagaat gttgctgcgg 120 
gatgtaaaag ctcttaccct ccactatgac cgctatacca cctcccgcag gctggatccc 180 
atcccacagt tgaaatgtgt tggaggcaca gctggttgtg attcttatac cccaaaagtc 240 
atacagtgtc agaacaaagg ctgggatggg tatgatgtac agtgggaatg taagacggac 300 
ttagatattg catacaaatt tggaaaaact gtggtgagct gtgaaggcta tgagtcctct 360 
gaagaccagt atgtactaag aggttcttgt ggcttggagt ataatttaga ttatacagaa 420 
cttggcctgc agaaactgaa ggagtctgga aagcagcacg gctttgcctc tttctctgat 480 
tattattata agtggtcctc ggcggattcc tgtaacatga gtggattgat taccatcgtg 540 
gtactccttg ggatcgcctt tgtagtctat aagctgttcc tgagtgacgg gcagtattct 600 
cctccaccgt actctgagta tcctccattt tcccaccgtt accagagatt caccaactca 660 
gcaggacctc ctcccccagg ctttaagtct gagttcacag gaccacagaa tactggccat 720 
ggtgcaactt ctggttttgg cagtgctttt acaggacaac aaggatatga aaattcagga 780 
ccagggttct ggacaggctt gggaactggt ggaatactag gatatttgtt tggcagcaat 840 
agagcggcaa cacccttctc agactcgtgg tactacccgt cctatcctcc ctcctaecct 900 
ggcacgtgga atagggctta ctcacccctt catggaggct cgggcagcta ttcggtatgt 960 
tcaaactcag acacgaaaac cagaactgca tcaggatatg gtggtaccag gagacga 1017 

[0 0 6 3] 
<210> 15 
<211> 978 
<212> DNA 

<213> Hobo sapience 
<400> 15 

atggccaaga tggagctctc gaaggccttc tctggccagc ggacactcct atctgccatc 60 
ctcagcatgc tatcactcag cttctccaca acatccctgc tcagcaacta ctggtttgtg 120 
ggcacacaga aggtgcccaa gcccctgtgc gagaaaggtc tggcagccaa gtgctttgac 180 
atgccagtgt ccctggatgg agataccaac acatccaccc aggaggtggt acaatacaac 240 
tgggagactg gggatgaccg gttctccttc cggagcttec ggagtggcat gtggetatcc 300 
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tgtgaggaaa ctgtggaaga accaggggag aggtgccgaa gtttcattga acttacacca 360 

ccagccaaga gagaaatcct atggttatcc ctgggaacgc agatcaccta catcggactt 420 

caattcatca gcttcctcct gctactaaca gacttgctac tcactgggaa ccctgcctgt 480 

gggctcaaac tgagcgcctt tgctgctgtt tcctctgtcc tgtcaggtct cctggggatg 540 

gtggcccaca tgatgtattc acaagtcttc caagcgactg tcaacttggg tccagaagac 600 

tggagaccac atgtttggaa ttatggctgg gccttctaca tggcctggct ctccttcacc 660 

tgctgcatgg cgtcggctgt caccaccttc aacacgtaca ccaggatggt gctggagttc 720 

aagtgcaagc atagtaagag cttcaaggaa aacccgaact gcctaccaca tcaccatcag 780 

tgtttccctc ggcggctgtc aagtgcagcc cccaccgtgg gtcctttgac cagctaccac 840 

cagtatcata atcagcccat ccactctgtc tctgagggag tcgacttcta ctccgagctg 900 

cggaacaagg gatttcaaag aggggccagc caggagctga aagaagcagt taggtcatct 960 

gtagaggaag agcagtgt 978 

[0 0 6 4] 
<210> 16 
<211> 972 
<212> DNA 

<213> Ho«o sapience 
<400> 16 

atggcggccg cggctccggg gaacggccgc gcatcggcgc cccggctgct tctgctcttt 60 

ctggttccgc tgctgtgggc cccggctgcg gtccgggccg gcccagatga agaccttagc 120 

caccggaaca aagaaccgcc ggcgccggcc cagcagctgc agccgcagcc tgtggctgtg 180 

cagggccccg agccggcccg ggtcgagaaa atatttacac cagcagctcc agttcatacc 240 

aataaagaag atcctgctac ccaaactaat ttgggattta tccatgcatt tgtcgctgcc 300 

atatcagtta ttattgtatc tgaattgggt gataagacat tttttatagc agccatcatg 360 

gcaatgcgct ataaccgcct gaccgtgctg gctggtgcaa tgcttgcctt gggactaatg 420 

acatgcttgt cagttttgtt tggctatgcc accacagtca tccccagggt ctatacatac 480 

tatgtttcaa ctgtattatt tgccattttt ggcattagaa tgcttcggga aggcttaaag 540 

atgagcectg atgagggtca agaggaactg gaagaagttc aagctgaatt aaagaagaaa 600 

gatgaagaat ttcaacgaac caaactttta aatggaccgg gagatgttga aacgggtaca 660 
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agcataacag tacctcagaa aaagtggttg cattttattt cacccatttt tgttcaagct 720 
cttacattaa cattcttagc agaatggggt gatcgctctc aactaactac aattgtattg 780 
gcagctagag aggaccccta tggtgtagcc gtgggtggaa ctgtggggca ctgcctgtgc 840 
acgggattgg cagtaattgg aggaagaatg atagcacaga aaatctctgt cagaactgtg 900 
acaatcatag gaggcatcgt ttttttggcg tttgcatttt ctgcactatt tataagccct 960 
gattctggtt tt 972 

[0 0 6 5] 
<210> 17 
<211> 459 
<212> DNA 

<213> Homo sapience 
<400> 17 

atgaatgtgg gcacagcgca cagcgaggtg aaccccaaca cgcgggtgat gaacagccgt 60 
ggcatctggc tctcctacgt gctggccatc ggtctcctcc acatcgtgct gctgagcatc 120 
ccgtttgtga gtgtccctgt cgtctggacc ctcaccaacc tcattcacaa catgggcatg 180 
tatatcttcc tgcacacggt gaaggggaca ccctttgaga ccccggacca gggcaaggcg 240 
aggctgctaa cccactggga gcagatggat tatggggtcc agttcacggc ctctcggaag 300 
ttcttgacca tcacacccat cgtgctgtac ttcctcacca gcttctacac taagtacgac 360 
cagatccatt ttgtgctcaa caccgtgtcc ctgatgagcg tgcttatccc caagctgccc 420 
cagctccacg gagtccggat ttttggaatc aataagtac 459 

[0 0 6 6] 
<210> 18 
<211> 459 
<212> DNA 

<213> Homo sapience 
<400> 18 

atgaatgtgg gggtggcaca cagcgaagta aaccccaaca cccgagtgat gaatagccga 60 
ggcatctggc tggcctacat catcttggta ggattgctgc atatggttct actcagcatc 120 
cccttcttca gcattcctgt tgtctggacc ctgaccaacg tcatccataa cctggctacg 180 
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tatgtcttcc ttcatacggt gaaagggaca ccctttgaga ctcctgacca aggaaaggct 240 
cggctactga cacactggga gcaaatggac tatgggctcc agtttacctc ttcccgcaag 300 
ttcctcagca tctctcctat tgtgctctat ctcctggcca gcttctatac caagtatgat 360 
gctgcgcact tcctcatcaa cacagcctca ttgctaagtg tactgctgcc gaagttgccc 420 
cagttccatg gggttcgtgt ctttggcatc aacaaatac 459 

[0 0 6 7] 
<210> 19 
<211> 600 
<212> DNA 

<213> Homo sapience 
<400> 19 

atggcagcat ctatgcatgg tcagcccagt ccttctctag aagatgcaaa actcagaaga 60 
ccaatggtca tagaaatcat agaaaaaaat tttgactatc ttagaaaaga aatgacacaa 120 
aatatatatc aaatggcgac atttggaaca acagctggtt tctctggaat attctcaaac 180 
ttcctgttca gacgctgctt caaggttaaa catgatgctt tgaagacata tgcatcattg 240 
gctacacttc catttttgtc tactgttgtt actgacaagc tttttgtaat tgatgctttg 300 
tattcagata atataagcaa ggaaaactgt gttttcagaa gctcactgat tggcatagtt 360 
tgtggtgttt tctatcccag ttctttggct tttactaaaa atggacgcct ggcaaccaag 420 
tatcataccg ttccactgcc accaaaagga agggttttaa tccattggat gacgctttgt 480 
caaacacaaa tgaaattaat ggcgattcct ctagtctttc agattatgtt tggaatatta 540 
aatggtctat accattatgc agtatttgaa gagacacttg agaaaactat acatgaagag 600 

[0 0 6 8] 
<210> 20 
<211> 567 
<212> DNA 

<213> Hobo sapience 
<400> 20 

atgaggctgt cactgccact gctgctgctg ctgctgggag cctgggccat cccagggggc 60 
ctcggggaca gggcgccact cacagccaca gccccacaac tggatgatga ggagatgtac 120 
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tcagcccaca tgcccgctca cctgcgctgt gatgcctgca gagctgtggc ttaccagatg 180 
tggcaaaatc tggcaaaggc agagaccaaa cttcatacct caaactctgg ggggcggcgg 240 
gagctgagcg agttggtcta cacggatgtc ctggaccgga gctgctcccg gaactggcag 300 
gactacggag ttcgagaagt ggaccaagtg aaacgtctca caggcccagg acttagcgag 360 
gggccagagc caagcatcag cgtgatggtc acagggggcc cctggcctac caggctctcc 420 
aggacatgtt tgcactactt gggggagttt ggagaagacc agatctatga agcccaccaa 480 
caaggccgag gggctctgga ggcattgcta tgtgggggac cccagggggc ctgctcagag 540 
aaggtgtcag ccacaagaga agagctc 567 

[0 0 6 9] 
<210> 21 
<211> 1789 
<212> DNA 

<213> Homo sapience 

<220> 
<221> CDS 

<222> (170) . . . (970) 
<400> 21 

gagatcccta ccgcagtagc cgcctctgcc gccgcggagc ttcccgaacc tcttcagccg 60 
cccggagccg ctcccggagc ccggccgtag aggctgcaat cgcagccggg agcccgcagc 120 
ccgcgccccg agcccgccgc cgcccttcga gggcgcccca ggccgcgcc atg gtg 175 

Met Val 
1 

aag gtg acg ttc aac tec get ctg gec cag aag gag gec aag aag gac 223 
Lys Val Thr Phe Asn Ser Ala Leu Ala Gin Lys Glu Ala Lys Lys Asp 

5 10 15 

gag ccc aag age ggc gag gag gcg etc ate ate ccc ccc gac gee gtc 271 
Glu Pro Lys Ser Gly Glu Glu Ala Leu He He Pro Pro Asp Ala Val 

20 25 30 

gcg gtg gac tgc aag gac cca gat gat gtg gta cca gtt ggc caa aga 319 
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Ala Val Asp Cys Lys Asp Pro Asp Asp Val Val Pro Val Gly Gin Arg 
35 40 45 50 

aga gcc tgg tgt tgg tgc atg tgc ttt gga eta gca ttt atg ctt gca 367 
Arg Ala Trp Cys Trp Cys Met Cys Phe Gly Leu Ala Phe Met Leu Ala 

55 60 65 

ggt gtt att eta gga gga gca tac ttg tac aaa tat ttt gca ctt caa 415 
Gly Val He Leu Gly Gly Ala Tyr Leu Tyr Lys Tyr Phe Ala Leu Gin 

70 75 80 

cca gat gac gtg tac tac tgt gga ata aag tac ate aaa gat gat gtc 463 
Pro Asp Asp Val Tyr Tyr Cys Gly He Lys Tyr He Lys Asp Asp Val 

85 90 95 

ate tta aat gag ccc tct gca gat gcc cca get get etc tac cag aca 511 
lie Leu Asn Glu Pro Ser Ala Asp Ala Pro Ala Ala Leu Tyr Gin Thr 

100 105 110 

att gaa gaa aat att aaa ate ttt gaa gaa gaa gaa gtt gaa ttt ate 559 
He Glu Glu Asn lie Lys lie Phe Glu Glu Glu Glu Val Glu Phe He 
115 120 125 130 

agt gtg cct gtc cca gag ttt gca gat agt gat cct gcc aac att gtt 607 
Ser Val Pro Val Pro Glu Phe Ala Asp Ser Asp Pro Ala Asn He Val 

135 140 145 

cat gac ttt aac aag aaa ctt aca gcc tat tta gat ctt aac ctg gat 655 
His Asp Phe Asn Lys Lys Leu Thr Ala Tyr Leu Asp Leu Asn Leu Asp 

150 155 160 

aag tgc tat gtg ate cct ctg aac act tec att gtt atg cca ccc aga 703 
Lys Cys Tyr Val He Pro Leu Asn Thr Ser He Val Met Pro Pro Arg 

165 170 175 

aac eta ctg gag tta ctt att aac ate aag get gga acc tat ttg cct 751 
Asn Leu Leu Glu Leu Leu lie Asn lie Lys Ala Gly Thr Tyr Leu Pro 
180 185 190 
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cag tec tat ctg att cat gag cac atg gtt att act gat cgc att gaa 799 

Gin Ser Tyr Leu He His Glu His Met Val lie Thr Asp Arg lie Glu 

195 200 205 210 

aac att gat cac ctg ggt ttc ttt att tat cga ctg tgt cat gac aag 847 

Asn He Asp His Leu Gly Phe Phe He Tyr Arg Leu Cys His Asp Lys 

215 220 225 

gaa act tac aaa ctg caa cgc aga gaa act att aaa ggt att cag aaa 895 
Glu Thr Tyr Lys Leu Gin Arg Arg Glu Thr He Lys Gly He Gin Lys 

230 235 240 

cgt gaa gec age aat tgt ttc gca att egg cat ttt gaa aac aaa ttt 943 
Arg Glu Ala Ser Asn Cys Phe Ala lie Arg His Phe Glu Asn Lys Phe 

245 250 255 

gec gtg gaa act tta att tgt tct tgaacagtca agaaaaacat tat 990 
Ala Val Glu Thr Leu He Cys Ser 

260 265 
tgaggaaaat taatatcaca gcataacccc accctttaca ttttgtgcag tgattatttt 1050 
ttaaagtctt ctttcatgta agtagcaaac agggctttac tatcttttca tctcattaat 1110 
tcaattaaaa ccattacctt aaaatttttt tctttcgaag tgtggtgtct tttatatttg 1170 
aattagtaac tgtatgaagt catagataat agtacatgtc accttaggta gtaggaagaa 1230 
ttacaatttc tttaaatcat ttatctggat ttttatgttt tattagcatt ttcaagaaga 1290 
eggattatet agagaataat catatatatg cataegtaaa aatggaccac agtgacttat 1350 
ttgtagttgt tagttgeect gctacctagt ttgttagtgc atttgagcac acattttaat 1410 
tttcctctaa ttaaaatgtg cagtattttc agtgtcaaat atatttaact atttagagaa 1470 
gatttccacc tttatgtttt aatatcctag geatctgetg taataatatt ttagaaaatg 1530 
tttggaattt aagaaataac ttgtgttact aatttgtata acccatatct gtgcaatgga 1590 
atataaatat cacaaagttg tttaactaga ctgcgtgttg tttttcccgt ataataaaac 1650 
caaagaatag tttggttctt caaatcttaa gagaatccac ataaaagaag aaactatttt 1710 
ttaaaaattc acttctatat atacaatgag taaaatcaca gattttttct ttaaataaaa 1770 
ataagtcatt ttaataact 1789 
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[0 0 7 0] 

<210> 22 
<211> 1167 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (187) .. .(903) 
<400> 22 

cttgcctctg ggaaggaaat acattataga gtgggaaatt tttatcattt tgaaccaaga 60 
ttcttctaaa gaaagaaaga ctgattaata aaatgtggca gctgtgctct tcaaggcatt 120 
tatagtgtat atagttttag aaaaacagtc ccaccactta agcatagatg taatttacta 180 
ataaaa atg att ctg ctt gtg att ctt gca ttt tat ctg tgg cag gtg 228 
Met He Leu Leu Val He Leu Ala Phe Tyr Leu Trp Gin Val 
1 5 10 

gac atg ttg agt gaa att aac att get ccc egg att etc acc aat ttc 276 
Asp Met Leu Ser Glu lie Asn He Ala Pro Arg He Leu Thr Asn Phe 
15 20 25 30 

act gga gta atg cca cct cag ttc aaa aag gat ttg gat tec tat ctt 324 
Thr Gly Val Met Pro Pro Gin Phe Lys Lys Asp Leu Asp Ser Tyr Leu 

35 40 45 

aaa act cga tea cca gtc act ttc ctg tct gat ctg cgc age aac eta 372 
Lys Thr Arg Ser Pro Val Thr Phe Leu Ser Asp Leu Arg Ser Asn Leu 

50 55 60 

cag gta tec aat gaa cct ggg aat cgc tac aac etc cag etc ate aat 420 
Gin Val Ser Asn Glu Pro Gly Asn Arg Tyr Asn Leu Gin Leu He Asn 

65 70 75 

gca ctg gtg etc tat gtc ggg act cag gec att gcg cac ate cac aac 468 
Ala Leu Val Leu Tyr Val Gly Thr Gin Ala He Ala His lie His Asn 



4 8 



ffiH4$ 2000-3057429 




11-17806 d£ 



80 85 90 

aag ggc age aca cct tea atg age ace ate act cac tea gca cac atg 516 
Lys Gly Ser Thr Pro Ser Met Ser Thr He Thr His Ser Ala His Met 
95 100 105 no 

gat ate ttc cag aat ttg get gtg gac ttg gac act gag ggt cgc tat 564 
Asp He Phe Gin Asn Leu Ala Val Asp Leu Asp Thr Glu Gly Arg Tyr 

115 120 125 

etc ttt ttg aat gca att gca aat cag etc egg tac cca aat age cac 612 
Leu Phe Leu Asn Ala He Ala Asn Gin Leu Arg Tyr Pro Asn Ser His 

130 135 14Q 

act cac tac ttc agt tgc acc atg ctg tac ctt ttt gca gag gec aat 660 
Thr His Tyr Phe Ser Cys Thr Met Leu Tyr Leu Phe Ala Glu Ala Asn 

145 150 155 

acg gaa gec ate caa gaa cag ate aca aga gtt etc ttg gaa egg ttg 708 
Thr Glu Ala lie Gin Glu Gin lie Thr Arg Val Leu Leu Glu Arg Leu 

160 165 170 

att gta aat agg cca cat cct tgg ggt ctt ctt att acc ttc att gag 75 6 
He Val Asn Arg Pro His Pro Trp Gly Leu Leu He Thr Phe He Glu 
175 180 185 190 

ctg att aaa aac cca gcg ttt aag ttc tgg aac cat gaa ttt gta cac 804 
Leu He Lys Asn Pro Ala Phe Lys Phe Trp Asn His Glu Phe Val His 

195 200 205 

tgt gec cca gaa ate gaa aag tta ttc cag teg gtc gca cag tgc tgc 852 
Cys Ala Pro Glu He Glu Lys Leu Phe Gin Ser Val Ala Gin Cys Cys 

210 215 220 

atg gga cag aag cag gee cag caa gta atg gaa ggg aca ggt gee agt 900 
Met Gly Gin Lys Gin Ala Gin Gin Val Met Glu Gly Thr Gly Ala Ser 

225 230 235 

tagacgaaac tgcatctctg ttgtacgtgt cagtctagag gtctcactgc acegagttca 960 
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taaactgact gaagaatcct ttcagctctt cctgactttc ccagcccttt ggtttgtggg 1020 
tatctgcccc aactactgtt gggatcagcc tcctgtctta tgtgggcacg ttccaaagtt 1080 
taaatgcatt tttttgactc ttggccaaaa tttagaagat gctgtgaata tcattttgaa 1140 
cttgtgtaaa tacatgaaag agaaaac 1167 

[0 0 7 1] 
<210> 23 
<211> 1796 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (266) ... (1261) 
<400> 23 

agagggtgat ccgacccggg gaaggtcgct gggcagggcg agttgggaaa gcggcagccc 60 
ccgccgcccc cgcagcccct tctcctcctt tctcccacgt cctatctgcc tctcgctgga 120 
ggccaggccg tgcagcatcg aagacaggag gaactggagc ctcattggcc ggcccggggc 180 
gccggcctcg ggcttaaata ggagctccgg gctctggctg ggacccgacc gctgccggcc 240 
gcgctcccgc tgctcctgcc gggtg atg gaa aac ccc age ccg gcc gcc gcc 292 

Met Glu Asn Pro Ser Pro Ala Ala Ala 
1 5 

ctg ggc aag gcc etc tgc get etc etc ctg gcc act etc ggc gcc gcc 340 
Leu Gly Lys Ala Leu Cys Ala Leu Leu Leu Ala Thr Leu Gly Ala Ala 
10 15 20 25 

ggc cag cct ctt ggg gga gag tec ate tgt tec gcc aga gcc ccg gcc 388 
Gly Gin Pro Leu Gly Gly Glu Ser lie Cys Ser Ala Arg Ala Pro Ala 

30 35 40 

aaa tac age ate ace ttc acg ggc aag tgg age cag acg gcc ttc ccc 436 
Lys Tyr Ser He Thr Phe Thr Gly Lys Trp Ser Gin Thr Ala Phe Pro 
45 50 55 



5 0 
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aag cag tac ccc ctg ttc cgc ccc cct gcg cag tgg tct teg ctg ctg 
Lys Gin Tyr Pro Leu Phe Arg Pro Pro Ala Gin Trp Ser Ser Leu Leu 

60 65 70 

ggg gcc gcg cat age tec gac tac age atg tgg agg aag aac cag tac 
Gly Ala Ala His Ser Ser Asp Tyr Ser Met Trp Arg Lys Asn Gin Tyr 

75 80 85 

gtc agt aac ggg ctg cgc gac ttt gcg gag cgc ggc gag gcc tgg gcg 
Val Ser Asn Gly Leu Arg Asp Phe Ala Glu Arg Gly Glu Ala Trp Ala 
90 95 100 105 

ctg atg aag gag ate gag gcg gcg ggg gag gcg ctg cag age gtg cac 
Leu Met Lys Glu He Glu Ala Ala Gly Glu Ala Leu Gin Ser Val His 

110 115 120 

gag gtg ttt teg gcg ccc gcc gtc ccc age ggc acc ggg cag acg teg 
Glu Val Phe Ser Ala Pro Ala Val Pro Ser Gly Thr Gly Gin Thr Ser 

125 130 135 

gcg gag ctg gag gtg cag cgc agg cac teg ctg gtc teg ttt gtg gtg 
Ala Glu Leu Glu Val Gin Arg Arg His Ser Leu Val Ser Phe Val Val 

140 145 150 

cgc ate gtg ccc age ccc gac tgg ttc gtg ggc gtg gac age ctg gac 
Arg lie Val Pro Ser Pro Asp Trp Phe Val Gly Val Asp Ser Leu Asp 

155 160 165 

ctg tgc gac ggg gac cgt tgg egg gaa cag gcg gcg ctg gac ctg tac 
Leu Cys Asp Gly Asp Arg Trp Arg Glu Gin Ala Ala Leu Asp Leu Tyr 
170 175 180 185 

ccc tac gac gcc ggg acg gac age ggc ttc acc ttc tec tec ccc aac 
Pro Tyr Asp Ala Gly Thr Asp Ser Gly Phe Thr Phe Ser Ser Pro Asn 

190 195 200 

ttc gcc acc ate ccg cag gac acg gtg acc gag ata acg tec tec tct 
Phe Ala Thr lie Pro Gin Asp Thr Val Thr Glu He Thr Ser Ser Ser 



484 



532 



580 



628 



676 



724 



772 



820 



868 



916 
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205 210 215 

ccc age cac ccg gec aac tec ttc tac tac ccg egg ctg aag gee ctg 964 
Pro Ser His Pro Ala Asn Ser Phe Tyr Tyr Pro Arg Leu Lys Ala Leu 

220 225 230 

cct ccc ate gee agg gtg aca ctg ctg egg ctg cga cag age ccc agg 1012 
Pro Pro lie Ala Arg Val Thr Leu Leu Arg Leu Arg Gin Ser Pro Arg 

235 240 245 

gee ttc ate cct ccc gee cca gtc ctg ccc age agg gac aat gag att 1060 
Ala Phe He Pro Pro Ala Pro Val Leu Pro Ser Arg Asp Asn Glu He 
250 255 260 265 

gta gac age gee tea gtt cca gaa acg ccg ctg gac tgc gag gtc tec 1108 
Val Asp Ser Ala Ser Val Pro Glu Thr Pro Leu Asp Cys Glu Val Ser 

270 275 280 

ctg tgg teg tec tgg gga ctg tgc gga ggc cac tgt ggg agg etc ggg 1156 
Leu Trp Ser Ser Trp Gly Leu Cys Gly Gly His Cys Gly Arg Leu Gly 

285 290 295 

acc aag age agg act cgc tac gtc egg gtc cag ccc gee aac aac ggg 1204 
Thr Lys Ser Arg Thr Arg Tyr Val Arg Val Gin Pro Ala Asn Asn Gly 

300 305 310 

age ccc tgc ccc gag etc gaa gaa gag get gag tgc gtc cct gat aac 1252 
Ser Pro Cys Pro Glu Leu Glu Glu Glu Ala Glu Cys Val Pro Asp Asn 

315 320 325 

tgc gtc taagaccaga gccccgcagc ccctggggcc ccccggagcc atggggtgtc gg 1310 
Cys Val 
330 

gggctcctgt gcaggctcat getgeaggeg gecgagggea cagggggttt cgcgctgctc 1370 
ctgaccgcgg tgaggccgcg ccgaccatct ctgcactgaa gggccctctg gtggccggca 1430 
egggcattgg gaaacagect cctcctttcc caaccttgct tcttaggggc ccccgtgtcc 1490 
cgtctgctct eagcctcctc ctcctgcagg ataaagtcat ccccaagget ccagctactc 1550 
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taaattatgt ctccttataa gttattgctg ctccaggaga ttgtccttca tcgtccaggg 1610 
gcctggctcc cacgtggttg cagatacctc agacctggtg ctctaggctg tgctgagccc 1670 
actctcccga gggcgcatcc aagcgggggc cacttgagaa gtgaataaat ggggcggttt 1730 
cggaagcgtc agtgtttcca tgttatggat ctctctgcgt ttgaataaag actatctctg 1790 
ttgctc 1796 

[0 0 7 2] 
<210> 24 
<211> 1925 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (115)... (1134) 
<400> 24 

gttccttcgc cgccgccagg ggtagcggtg tagctgcgca gcgtcgcgcg cgctaccgca 60 
cccaggttcg gcccgtaggc gtetggcagc ccggcgccat cttcatcgag cgcc atg 117 

Met 
1 

gcc gca gcc tgc ggg ccg gga gcg gcc ggg tac tgc ttg etc etc ggc 165 
Ala Ala Ala Cys Gly Pro Gly Ala Ala Gly Tyr Cys Leu Leu Leu Gly 

5 10 15 

ttg cat ttg ttt ctg ctg acc gcg ggc cct gcc ctg ggc tgg aac gac 213 
Leu His Leu Phe Leu Leu Thr Ala Gly Pro Ala Leu Gly Trp Asn Asp 

20 25 30 

cct gac aga atg ttg ctg egg gat gta aaa get ctt acc etc cac tat 261 
Pro Asp Arg Met Leu Leu Arg Asp Val Lys Ala Leu Thr Leu His Tyr 

35 40 45 

gac cgc tat acc acc tec cgc agg ctg gat ccc ate cca cag ttg aaa 309 
Asp Arg Tyr Thr Thr Ser Arg Arg Leu Asp Pro He Pro Gin Leu Lys 
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50 55 60 65 

tgt gtt gga ggc aca get ggt tgt gat tct tat acc cca aaa gtc ata 357 
Cys Val Gly Gly Thr Ala Gly Cys Asp Ser Tyr Thr Pro Lys Val He 

70 75 80 

cag tgt cag aac aaa ggc tgg gat ggg tat gat gta cag tgg gaa tgt 405 
Gin Cys Gin Asn Lys Gly Trp Asp Gly Tyr Asp Val Gin Trp Glu Cys 

85 90 95 

aag acg gac tta gat att gca tac aaa ttt gga aaa act gtg gtg age 453 
Lys Thr Asp Leu Asp lie Ala Tyr Lys Phe Gly Lys Thr Val Val Ser 

100 105 110 

tgt gaa ggc tat gag tec tct gaa gac cag tat gta eta aga ggt tct 501 
Cys Glu Gly Tyr Glu Ser Ser Glu Asp Gin Tyr Val Leu Arg Gly Ser 

115 120 125 

tgt ggc ttg gag tat aat tta gat tat aca gaa ctt ggc ctg cag aaa 549 
Cys Gly Leu Glu Tyr Asn Leu Asp Tyr Thr Glu Leu Gly Leu Gin Lys 
130 135 140 145 

ctg aag gag tct gga aag cag cac ggc ttt gec tct ttc tct gat tat 597 
Leu Lys Glu Ser Gly Lys Gin His Gly Phe Ala Ser Phe Ser Asp Tyr 

150 155 160 

tat tat aag tgg tec teg gcg gat tec tgt aac atg agt gga ttg att 645 
Tyr Tyr Lys Trp Ser Ser Ala Asp Ser Cys Asn Met Ser Gly Leu He 

165 170 175 

acc ate gtg gta etc ctt ggg ate gee ttt gta gtc tat aag ctg ttc 693 
Thr He Val Val Leu Leu Gly He Ala Phe Val Val Tyr Lys Leu Phe 

180 185 190 

ctg agt gac ggg cag tat tct cct cca ccg tac tct gag tat cct cca 741 
Leu Ser Asp Gly Gin Tyr Ser Pro Pro Pro Tyr Ser Glu Tyr Pro Pro 

195 200 205 

ttt tec cac cgt tac cag aga ttc acc aac tea gca gga cct cct ccc 789 
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Phe Ser His Arg Tyr Gin Arg Phe Thr Asn Ser Ala Gly Pro Pro Pro 

210 215 220 225 

cca ggc ttt aag tct gag ttc aca gga cca cag aat act ggc cat ggt 837 

Pro Gly Phe Lys Ser Glu Phe Thr Gly Pro Gin Asn Thr Gly His Gly 

230 235 240 

gca act tct ggt ttt ggc agt get ttt aca gga caa caa gga tat gaa 885 
Ala Thr Ser Gly Phe Gly Ser Ala Phe Thr Gly Gin Gin Gly Tyr Glu 

245 250 255 

aat tea gga cca ggg ttc tgg aca ggc ttg gga act ggt gga ata eta 933 
Asn Ser Gly Pro Gly Phe Trp Thr Gly Leu Gly Thr Gly Gly He Leu 

260 265 270 

gga tat ttg ttt ggc age aat aga gcg gca aca ccc ttc tea gac teg 981 
Gly Tyr Leu Phe Gly Ser Asn Arg Ala Ala Thr Pro Phe Ser Asp Ser 

275 280 285 

tgg tac tac ccg tec tat cct ccc tec tac cct ggc acg tgg aat agg 10 29 
Trp Tyr Tyr Pro Ser Tyr Pro Pro Ser Tyr pro Gly Thr Trp Asn Arg 
290 295 300 305 

get tac tea ccc ctt cat gga ggc teg ggc age tat teg gta tgt tea 1077 
Ala Tyr Ser Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys Ser 

310 315 320 

aac tea gac acg aaa ace aga act gca tea gga tat ggt ggt acc agg 1125 
Asn Ser Asp Thr Lys Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr Arg 
325 330 335 

aga cga taaagtagaa agttggagtc aaacactgga tgcagaaatt ttggatttt 1180 
Arg Arg 

tcatcacttt ctctttagaa aaaaagtact acctgttaac aattgggaaa aggggatatt 1240 
caaaagttct gtggtgttat gtccagtgta gctttttgta ttctattatt tgaggctaaa 1300 
agttgatgtg tgacaaaata cttatgtgtt gtatgtcagt gtaacatgea gatgtatatt 1360 
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gcagtttttg aaagtgatca ttactgtgga atgctaaaaa tacattaatt tctaaaacct 1420 
gtgatgccct aagaagcatt aagaatgaag gtgttgtact aatagaaact aagtacagaa 1480 
aatttcagtt ttaggtggtt gtagctgatg agttattacc tcatagagac tataatattc 1540 
tatttggtat tatattattt gatgtttgct gttcttcaaa catttaaatc aagctttgga 1600 
ctaattatgc taatttgtga gttctgatca cttttgagct ctgaagcttt gaatcattca 1660 
gtggtggaga tggccttctg gtaactgaat attaccttct gtaggaaaag gtggaaaata 1720 
agcatctaga aggttgttgt gaatgactct gtgctggcaa aaatgcttga aacctctata 1780 
tttctttcgt tcataagagg taaaggtcaa atttttcaac aaaagtcttt taataacaaa 1840 
agcatgcagt tctctgtgaa atctcaaata ttgttgtaat agtctgtttc aatcttaaaa 1900 
agaatcaata aaaacaaaca agggg 1925 

[0 0 7 3] 
<210> 25 
<211> 1125 
<212> DNA 

<213> Hobo sapience 

<220> 

<221> CDS 

<222> (71)... (1051) 
<400> 25 

ttaaaccaaa gggacttgga gtgcagatgg catccttcgg ttcttccaga caagctgcaa 60 
gacgctgacc atg gcc aag atg gag etc teg aag gec ttc tct ggc cag 109 
Met Ala Lys Met Glu Leu Ser Lys Ala Phe Ser Gly Gin 
1 5 10 

egg aca etc eta tct gcc ate etc age atg eta tea etc age ttc tec 157 
Arg Thr Leu Leu Ser Ala He Leu Ser Met Leu Ser Leu Ser Phe Ser 

15 20 25 

aca aca tec ctg etc age aac tac tgg ttt gtg ggc aca cag aag gtg 205 
Thr Thr Ser Leu Leu Ser Asn Tyr Trp Phe Val Gly Thr Gin Lys Val 
30 35 40 45 
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ccc aag ccc ctg tgc gag aaa ggt ctg gca gcc aag tgc ttt gac atg 253 
Pro Lys Pro Leu Cys Glu Lys Gly Leu Ala Ala Lys Cys Phe Asp Met 

50 55 60 

cca gtg tec ctg gat gga gat acc aac aca tec ace cag gag gtg gta 301 
Pro Val Ser Leu Asp Gly Asp Thr Asn Thr Ser Thr Gin Glu Val Val 

65 70 75 

caa tac aac tgg gag act ggg gat gac egg ttc tec ttc egg age ttc 349 
Gin Tyr Asn Trp Glu Thr Gly Asp Asp Arg Phe Ser Phe Arg Ser Phe 

80 85 90 

egg agt ggc atg tgg eta tec tgt gag gaa act gtg gaa gaa cca ggg 397 
Arg Ser Gly Met Trp Leu Ser Cys Glu Glu Thr Val Glu Glu Pro Gly 

95 100 105 

gag agg tgc cga agt ttc att gaa ctt aca cca cca gcc aag aga gaa 445 
Glu Arg Cys Arg Ser Phe He Glu Leu Thr Pro Pro Ala Lys Arg Glu 
HO 115 120 125 

ate eta tgg tta tec ctg gga acg cag ate acc tac ate gga ctt caa 493 
lie Leu Trp Leu Ser Leu Gly Thr Gin He Thr Tyr He Gly Leu Gin 

130 135 140 

ttc ate age ttc etc ctg eta eta aca gac ttg eta etc act ggg aac 541 
Phe He Ser Phe Leu Leu Leu Leu Thr Asp Leu Leu Leu Thr Gly Asn 

145 150 155 

cct gcc tgt ggg etc aaa ctg age gcc ttt get get gtt tec tct gtc 589 
Pro Ala Cys Gly Leu Lys Leu Ser Ala Phe Ala Ala Val Ser Ser Val 

160 165 170 

ctg tea ggt etc ctg ggg atg gtg gcc cac atg atg tat tea caa gtc 637 
Leu Ser Gly Leu Leu Gly Met Val Ala His Met Met Tyr Ser Gin Val 

175 180 185 

ttc caa gcg act gtc aac ttg ggt cca gaa gac tgg aga cca cat gtt 685 
Phe Gin Ala Thr Val Asn Leu Gly Pro Glu Asp Trp Arg Pro His Val 
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190 195 200 205 

tgg aat tat ggc tgg gcc ttc tac atg gcc tgg etc tec ttc acc tgc 733 

Trp Asn Tyr Gly Trp Ala Phe Tyr Met Ala Trp Leu Ser Phe Thr Cys 

210 215 220 

tgc atg gcg teg get gtc acc acc ttc aac acg tac acc agg atg gtg 781 
Cys Met Ala Ser Ala Val Thr Thr Phe Asn Thr Tyr Thr Arg Met Val 

225 230 235 

ctg gag ttc aag tgc aag cat agt aag age ttc aag gaa aac ccg aac 829 
Leu Glu Phe Lys Cys Lys His Ser Lys Ser Phe Lys Glu Asn Pro Asn 

240 245 250 

tgc eta cca cat cac cat cag tgt ttc cct egg egg ctg tea agt gca 877 
Cys Leu Pro His His His Gin Cys Phe Pro Arg Arg Leu Ser Ser Ala 

255 260 265 

gcc ccc acc gtg ggt cct ttg acc age tac cac cag tat cat aat cag 925 
Ala Pro Thr Val Gly Pro Leu Thr Ser Tyr His Gin Tyr His Asn Gin 
270 275 280 285 

ccc ate cac tct gtc tct gag gga gtc gac ttc tac tec gag ctg egg 973 
Pro lie His Ser Val Ser Glu Gly Val Asp Phe Tyr Ser Glu Leu Arg 

290 295 300 

aac aag gga ttt caa aga ggg gcc age cag gag ctg aaa gaa gca gtt 1021 
Asn Lys Gly Phe Gin Arg Gly Ala Ser Gin Glu Leu Lys Glu Ala Val 

305 310 315 

agg tea tct gta gag gaa gag cag tgt taggagttaa gcgggtttgg gg 1070 
Arg Ser Ser Val Glu Glu Glu Gin Cys 

320 325 
agtaggcttg agccctacct tacaegtctg ctgattatca acatgtgctt aagee 1125 

[0 0 7 4] 

<210> 26 
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<211> 1734 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (40) . . . (1014) 
<400> 26 

ctcttgcggc gcccgtgcgc ggccggcccg gcaggcggg atg gcg gcc gcg get 54 

Met Ala Ala Ala Ala 
1 5 

ccg ggg aac ggc cgc gca teg gcg ccc egg ctg ctt ctg etc ttt ctg 102 
Pro Gly Asn Gly Arg Ala Ser Ala Pro Arg Leu Leu Leu Leu Phe Leu 

10 15 20 

gtt ccg ctg ctg tgg gcc ccg get gcg gtc egg gcc ggc cca gat gaa 150 
Val Pro Leu Leu Trp Ala Pro Ala Ala Val Arg Ala Gly Pro Asp Glu 

25 30 35 

gac ctt age cac egg aac aaa gaa ccg ccg gcg ccg gcc cag cag ctg 198 
Asp Leu Ser His Arg Asn Lys Glu Pro Pro Ala Pro Ala Gin Gin Leu 

40 45 50 

cag ccg cag cct gtg get gtg cag ggc ccc gag ccg gcc egg gtc gag 246 
Gin Pro Gin Pro Val Ala Val Gin Gly Pro Glu Pro Ala Arg Val Glu 

55 60 65 

aaa ata ttt aca cca gca get cca gtt cat acc aat aaa gaa gat cct 294 
Lys He Phe Thr Pro Ala Ala Pro Val His Thr Asn Lys Glu Asp pro 
70 75 80 85 

get acc caa act aat ttg gga ttt ate cat gca ttt gtc get gcc ata 342 
Ala Thr Gin Thr Asn Leu Gly Phe He His Ala Phe Val Ala Ala He 

90 95 100 

tea gtt att att gta tct gaa ttg ggt gat aag aca ttt ttt ata gca 390 
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Ser Val lie He Val Ser Glu Leu Gly Asp Lys Thr Phe Phe He Ala 

105 110 115 

gcc ate atg gca atg cgc tat aac cgc ctg acc gtg ctg get ggt gca 438 
Ala lie Met Ala Met Arg Tyr Asn Arg Leu Thr Val Leu Ala Gly Ala 

120 125 130 

atg ctt gcc ttg gga eta atg aca tgc ttg tea gtt ttg ttt ggc tat 486 
Met Leu Ala Leu Gly Leu Met Thr Cys Leu Ser Val Leu Phe Gly Tyr 

135 140 145 

gcc acc aca gtc ate ccc agg gtc tat aca tac tat gtt tea act gta 534 
Ala Thr Thr Val lie Pro Arg Val Tyr Thr Tyr Tyr Val Ser Thr Val 
150 155 160 165 

tta ttt gcc att ttt ggc att aga atg ctt egg gaa ggc tta aag atg 582 
Leu Phe Ala He Phe Gly lie Arg Met Leu Arg Glu Gly Leu Lys Met 

170 175 180 

age cct gat gag ggt caa gag gaa ctg gaa gaa gtt caa get gaa tta 630 
Ser Pro Asp Glu Gly Gin Glu Glu Leu Glu Glu Val Gin Ala Glu Leu 

185 190 195 

aag aag aaa gat gaa gaa ttt caa cga acc aaa ctt tta aat gga ccg 678 
Lys Lys Lys Asp Glu Glu Phe Gin Arg Thr Lys Leu Leu Asn Gly Pro 

200 205 210 

gga gat gtt gaa acg ggt aca age ata aca gta cct cag aaa aag tgg 726 
Gly Asp Val Glu Thr Gly Thr Ser He Thr Val Pro Gin Lys Lys Trp 

215 220 225 

ttg cat ttt att tea ccc att ttt gtt caa get ctt aca tta aca ttc 774 
Leu His Phe He Ser Pro He Phe Val Gin Ala Leu Thr Leu Thr Phe 
230 235 240 245 

tta gca gaa tgg ggt gat cgc tct caa eta act aca att gta ttg gca 822 
Leu Ala Glu Trp Gly Asp Arg Ser Gin Leu Thr Thr He Val Leu Ala 
250 255 260 
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get aga gag gac ccc tat ggt gta gec gtg ggt gga act gtg ggg cac 870 
Ala Arg Glu Asp Pro Tyr Gly Val Ala Val Gly Gly Thr Val Gly His 

265 270 275 

tgc ctg tgc acg gga ttg gca gta att gga gga aga atg ata gca cag 918 
Cys Leu Cys Thr Gly Leu Ala Val He Gly Gly Arg Met He Ala Gin 

280 285 290 

aaa ate tct gtc aga act gtg aca ate ata gga ggc ate gtt ttt ttg 966 
Lys He Ser Val Arg Thr Val Thr He He Gly Gly He Val Phe Leu 

295 300 305 

gcg ttt gca ttt tct gca eta ttt ata age cct gat tct ggt ttt 1011 
Ala Phe Ala Phe Ser Ala Leu Phe lie Ser Pro Asp Ser Gly Phe 
310 315 320 

taacgctgt ttgttcatct atatttagtt taaaataggt agtattatct ttctgtacat 1070 
agtgtacatt acaactaaaa gtgatggaaa aatactgtat tttgtagcac tgattttgtg 1130 
agtttgaccc attattatgt ctgagatata atcattgatt ctatttgtaa caaggagttt 1190 
taaaagaaac ctgacttcta agtgtgggtt tttcttctct ccaacataat tatgttaata 1250 
tggtcctcat ttttcttttg gtgeagaace gttgtgcagt ggggtctacc atgeaatttt 1310 
ctttcagcac tgaccccttt ttaaggaata caaattttct ccttcatcac ttaggtgttt 1370 
taagatgttt accttaaagt ttttcttggg gaaagaatga attaatttct atttcttaaa 1430 
acatttccct gagecagtaa acagtagttt aatcattggt cttttcaaaa ctaggtgttt 1490 
aaaaaaagag acatatatga tattgctgtt atatcaataa catggcacaa caagaactgt 1550 
ctgccaggtc attcttcctc tttttttttt aattgggtag gacacccaat ataaaaacag 1610 
tcaatatttg acaatgtgga attaccaaat taaaagagaa tactatgaat gtattcatat 1670 
tttttctata ttgaataaac aatgtaacat agataacaat ataaataaaa gtggtatgac 1730 

Cagt 1734 
[0 0 7 5] 

<210> 27 

<211> 2064 

<212> DNA 
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<213> Homo sapience 

<220> 

<221> CDS 

<222> (98)... (559) 

<400> 27 

aaaacagctg ctggagcagc agcggccccc gctcccggga accgttcccg ggccgttgat 60 
cttcggcccc acacgaacag cagagagggg cagcagg atg aat gtg ggc aca 112 

Met Asn Val Gly Thr 
1 5 

gcg cac age gag gtg aac ccc aac acg egg gtg atg aac age cgt ggc 160 
Ala His Ser Glu Val Asn Pro Asn Thr Arg Val Met Asn Ser Arg Gly 

10 15 20 

ate tgg etc tec tac gtg ctg gee ate ggt etc etc cac ate gtg ctg 208 
He Trp Leu Ser Tyr Val Leu Ala He Gly Leu Leu His He Val Leu 

25 30 35 

ctg age ate ccg ttt gtg agt gtc cct gtc gtc tgg acc etc acc aac 256 
Leu Ser He Pro Phe Val Ser Val Pro Val Val Trp Thr Leu Thr Asn 

40 45 50 

etc att cac aac atg ggc atg tat ate ttc ctg cac acg gtg aag ggg 304 
Leu lie His Asn Met Gly Met Tyr He Phe Leu His Thr Val Lys Gly 

55 60 65 

aca ccc ttt gag acc ccg gac cag ggc aag gcg agg ctg eta acc cac 352 
Thr Pro Phe Glu Thr Pro Asp Gin Gly Lys Ala Arg Leu Leu Thr His 
70 75 80 85 

tgg gag cag atg gat tat ggg gtc cag ttc acg gee tct egg aag ttc 400 
Trp Glu Gin Met Asp Tyr Gly Val Gin Phe Thr Ala Ser Arg Lys Phe 

90 95 100 

ttg acc ate aca ccc ate gtg ctg tac ttc etc acc age ttc tac act 448 
Leu Thr He Thr Pro lie Val Leu Tyr Phe Leu Thr Ser Phe Tyr Thr 
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105 110 115 

aag tac gac cag ate cat ttt gtg etc aac acc gtg tec ctg atg age 496 
Lys Tyr Asp Gin lie His Phe Val Leu Asn Thr Val Ser Leu Met Ser 

120 125 130 

gtg ctt ate ccc aag ctg ccc cag etc cac gga gtc egg att ttt gga 544 
Val Leu lie Pro Lys Leu Pro Gin Leu His Gly Val Arg lie Phe Gly 

135 140 145 

ate aat aag tac tgagagtgca gccccttccc ctgcccaggg tggcagggga gggg 600 
He Asn Lys Tyr 
150 

tagggtaaaa ggcatgtgct gcaacactga agacagaaag aagaagcetc tggacactgc 660 
cagagatggg ggttgagcct ctggcctaat ttcccccctc gcttccccca gtagecaact 720 
tggagtagct tgtagtgggg ttggggtagg ccccctgggc tctgaccttt tctgaatttt 780 
ttgatctttt ecttttgett tttgaataga gactccatgg agttggteat ggaatgggct 840 
gggctcctgg gctgaacatg gaccacgcag ttgegacagg aggecagggg aaaaacccct 900 
gctcacttgt ttgccctcag geagecaaag cactttaacc ectgeatagg gagcagaggg 960 
eggtaegget tctggattgt ttcactgtga ttcctaggtt ttttcgatgc cacgcagtgt 1020 
gtgcttttgt gtatggaagc aagtgtggga tgggtctttg cctttctggg tagggagctg 1080 
tctaatccaa gtcccaggct tttggcagct tctctgcaac ccaccgtggg tcctggttgg 1140 
gagtggggag ggtcaggttg gggaaagatg gggtagagtg tagatggctt ggttccagag 1200 
gtgagggggc cagggctget gccatcctgg cctggtggag gttggggagc tgtaggagag 1260 
ctagtgagtc gagacttaga agaatggggc cacatagcag cagaggactg gtgtaaggga 1320 
gggaggggta gggacagaag ctagacccaa tctcctttgg gatgtgggca gggagggaag 1380 
caggcttgga gggttaattt acccacagaa tgtgatagta ataggggagg gaggctgetg 1440 
tgggtttaac tcctgggttg gctgttgggt agacaggtgg ggaaaaggee cgtgagtcat 1500 
tgtaagcaca ggtccaactt ggccctgact ectgeggggg tatggggaag ctgtgacaga 1560 
aacgatgggt gctgtggtcc tctgcaggcc ctcacccctt aacttcctca tacagactgg 1620 
cactgggcag ggcctctcat gtggcagcca catgtggcgt tgtgaggcca ccccatgtgg 1680 
ggtctgtggt gagagtcctg taggatccct gctcaagcag cacagaggaa ggggcaagac 1740 
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gtggcctgta ggcactgttt cagcctgcag agaagaaagt gaggccggga gcctgagcct 1800 
gggctggagc cttctcccct ccccagttgg actaggggca gtgttaattt tgaaaaggtg 1860 
tgggtccctg tgtcctcttc caggggtcca agggaacagg agaggtcact gggcctgttt 1920 
tctccctcct gaccctgcat ctcccacccc gtgtatcata gggaactttc accttaaaat 1980 
ctttctaagc aaagtgtgaa taggattttt actccctttg tacagtattc tgagaaacgc 2040 
aaataaaagg gcaacatgtt tctg 2064 

[0 0 7 6] 
<210> 28 
<211> 570 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (28) . . . (489) 

<400> 28 

agccggacgg ggatctgagc tggcagg atg aat gtg ggg gtg gca cac age 51 

Met Asn Val Gly Val Ala His Ser 
1 5 

gaa gta aac ccc aac acc cga gtg atg aat age cga ggc ate tgg ctg 99 
Glu Val Asn Pro Asn Thr Arg Val Met Asn Ser Arg Gly He Trp Leu 

10 15 20 

gec tac ate ate ttg gta gga ttg ctg cat atg gtt eta etc age ate 147 
Ala Tyr He He Leu Val Gly Leu Leu His Met Val Leu Leu Ser He 
25 30 35 40 

ccc ttc ttc age att cct gtt gtc tgg acc ctg acc aac gtc ate cat 195 
Pro Phe Phe Ser He Pro Val Val Trp Thr Leu Thr Asn Val He His 

45 50 55 

aac ctg get acg tat gtc ttc ctt cat acg gtg aaa ggg aca ccc ttt 243 
Asn Leu Ala Thr Tyr Val Phe Leu His Thr Val Lys Gly Thr Pro Phe 
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60 65 70 

gag act cct gac caa gga aag get egg eta ctg aca cac tgg gag caa 291 
Glu Thr Pro Asp Gin Gly Lys Ala Arg Leu Leu Thr His Trp Glu Gin 

75 80 85 

atg gac tat ggg etc cag ttt acc tct tec cgc aag ttc etc age ate 339 
Met Asp Tyr Gly Leu Gin Phe Thr Ser Ser Arg Lys Phe Leu Ser lie 

90 95 100 

tct cct att gtg etc tat etc ctg gee age ttc tat acc aag tat gat 387 
Ser Pro He Val Leu Tyr Leu Leu Ala Ser Phe Tyr Thr Lys Tyr Asp 
105 110 115 120 

get gcg cac ttc etc ate aac aca gee tea ttg eta agt gta ctg ctg 435 
Ala Ala His Phe Leu He Asn Thr Ala Ser Leu Leu Ser Val Leu Leu 

125 130 135 

ccg aag ttg ccc cag ttc cat ggg gtt cgt gtc ttt ggc ate aac aaa 483 
Pro Lys Leu Pro Gin Phe His Gly Val Arg Val Phe Gly He Asn Lys 

140 145 150 

tac tgag ggatgggttt tgggacagct ccatgggcat ggggaaggca ctgaaacaga 540 
Tyr 

ggactataaa acatccttct cttattctcc 570 

[0 0 7 7] 
<210> 29 
<211> 1161 
<212> DNA 

<213> Homo sapience 

<220> 
<221> CDS 

<222> (278) . . . (880) 
<400> 29 
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acatgagcca ccaaaatggt ggtgttcggg tatgaggctg ggactaagcc aagggattca 60 
ggtgtggtgc cggtgggaac tgaggaagcg cccaaggaaa tgaaacacga tttccaaaat 120 
gaacttaatc tttcatgaga aactgaggat agagatgtca ataagcagcc actgtttcca 180 
cctccccacc tgaagagcta ggaggacaac tacaaagagc ctgactgcct tctcggaatg 240 
aggagagagg aaaacagcaa cagtatcagt tttcaag atg gca gca tct atg 292 

Met Ala Ala Ser Met 
1 5 

cat ggt cag ccc agt cct tct eta gaa gat gca aaa etc aga aga cca 340 
His Gly Gin Pro Ser Pro Ser Leu Glu Asp Ala Lys Leu Arg Arg Pro 

10 15 20 

atg gtc ata gaa ate ata gaa aaa aat ttt gac tat ctt aga aaa gaa 388 
Met Val He Glu He He Glu Lys Asn Phe Asp Tyr Leu Arg Lys Glu 

25 30 35 

atg aca caa aat ata tat caa atg gcg aca ttt gga aca aca get ggt 436 
Met Thr Gin Asn He Tyr Gin Met Ala Thr Phe Gly Thr Thr Ala Gly 

40 45 50 

ttc tct gga ata ttc tea aac ttc ctg ttc aga cgc tgc ttc aag gtt 484 
Phe Ser Gly He Phe Ser Asn Phe Leu Phe Arg Arg Cys Phe Lys Val 

55 60 65 

aaa cat gat get ttg aag aca tat gca tea ttg get aca ctt cca ttt 532 
Lys His Asp Ala Leu Lys Thr Tyr Ala Ser Leu Ala Thr Leu Pro Phe 
70 75 80 85 

ttg tct act gtt gtt act gac aag ctt ttt gta att gat get ttg tat 580 
Leu Ser Thr Val Val Thr Asp Lys Leu Phe Val He Asp Ala Leu Tyr 

90 95 100 

tea gat aat ata age aag gaa aac tgt gtt ttc aga age tea ctg att 628 
Ser Asp Asn He Ser Lys Glu Asn Cys Val Phe Arg Ser Ser Leu He 

105 110 115 

ggc ata gtt tgt ggt gtt ttc tat ccc agt tct ttg get ttt act aaa 676 
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Gly lie Val Cys Gly Val Phe Tyr Pro Ser Ser Leu Ala Phe Thr Lys 

120 125 130 

aat gga cgc ctg gca acc aag tat cat acc gtt cca ctg cca cca aaa 724 
Asn Gly Arg Leu Ala Thr Lys Tyr His Thr Val Pro Leu Pro Pro Lys 

135 140 145 

gga agg gtt tta ate cat tgg atg acg ctt tgt caa aca caa atg aaa 772 
Gly Arg Val Leu lie His Trp Met Thr Leu Cys Gin Thr Gin Met Lys 
150 155 160 165 

tta atg gcg att cct eta gtc ttt cag att atg ttt gga ata tta aat 820 
Leu Met Ala He Pro Leu Val Phe Gin lie Met Phe Gly lie Leu Asn 

170 175 180 

ggt eta tac cat tat gca gta ttt gaa gag aca ctt gag aaa act ata 868 
Gly Leu Tyr His Tyr Ala Val Phe Glu Glu Thr Leu Glu Lys Thr He 

185 190 195 

cat gaa gag taaccaaaaa aatgaatggt tgctaactta gcaaaatgaa gtt 920 
His Glu Glu 
200 

tctataaaga ggactcaggc attgetgaaa gagttaaaag taactgtgaa caaataattt 980 
gttctgtgcc ttttgcctgg tatatagcaa atactcaaaa agtattcaat aattcaatca 1040 
ataaatataa gtttcatctt acaegtaaga tacaggtctt atctcctgat ggtgtgtcca 1100 
ttttgcctgg tatataacag ataataaata tccagtgtca ataaatgtaa caataaaagt 1160 
t 1161 

[0 0 7 8] 
<210> 30 
<211> 823 
<212> DNA 

<213> Hobo sapience 

<220> 

<221> CDS 
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<222> (58) . . . (627) 
<400> 30 

acacacacat ctgcacctca accacagact acacttgctg aactggctcc tggggcc 57 
atg agg ctg tea ctg cca ctg ctg ctg ctg ctg ctg gga gec tgg gec 105 
Met Arg Leu Ser Leu Pro Leu Leu Leu Leu Leu Leu Gly Ala Trp Ala 

1 5 10 15 

ate cca ggg ggc etc ggg gac agg gcg cca etc aca gec aca gec cca 153 
lie Pro Gly Gly Leu Gly Asp Arg Ala Pro Leu Thr Ala Thr Ala Pro 

20 25 30 

caa ctg gat gat gag gag atg tac tea gec cac atg ccc get cac ctg 201 
Gin Leu Asp Asp Glu Glu Met Tyr Ser Ala His Met Pro Ala His Leu 

35 40 45 

cgc tgt gat gec tgc aga get gtg get tac cag atg tgg caa aat ctg 249 
Arg Cys Asp Ala Cys Arg Ala Val Ala Tyr Gin Met Trp Gin Asn Leu 

50 55 60 

gca aag gca gag acc aaa ctt cat ace tea aac tct ggg ggg egg egg 297 
Ala Lys Ala Glu Thr Lys Leu His Thr Ser Asn Ser Gly Gly Arg Arg 
65 70 75 80 

gag ctg age gag ttg gtc tac acg gat gtc ctg gac egg age tgc tec 345 
Glu Leu Ser Glu Leu Val Tyr Thr Asp Val Leu Asp Arg Ser Cys Ser 

85 90 95 

egg aac tgg cag gac tac gga gtt cga gaa gtg gac caa gtg aaa cgt 393 
Arg Asn Trp Gin Asp Tyr Gly Val Arg Glu Val Asp Gin Val Lys Arg 

100 105 110 

etc aca ggc cca gga ctt age gag ggg cca gag cca age ate age gtg 441 
Leu Thr Gly Pro Gly Leu Ser Glu Gly Pro Glu Pro Ser lie Ser Val 

115 120 125 

atg gtc aca ggg ggc ccc tgg cct acc agg etc tec agg aca tgt ttg 489 
Met Val Thr Gly Gly Pro Trp Pro Thr Arg Leu Ser Arg Thr Cys Leu 
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130 135 140 

cac tac ttg ggg gag ttt gga gaa gac cag ate tat gaa gec cac caa 537 
His Tyr Leu Gly Glu Phe Gly Glu Asp Gin He Tyr Glu Ala His Gin 

145 150 ice 

155 160 

caa ggc cga ggg g ct ctg gag gca ttg eta tgt ggg gga ccc cag g gg 585 

Gin Gly Arg Gly Ala Leu Glu Ala Leu Leu Cys Gly Gly Pro Gin Gly 
165 170 175 

gec tgc tea gag aag gtg tea gee aca aga gaa gag etc tagtec 630 

Ala Cys Ser Glu Lys Val Ser Ala Thr Arg Glu Glu Leu 
180 185 

tggactctae cctcctctga aagaagctgg ggcttgetet gacggtctcc actcccgtct 690 
gcaggcagcc aggagggcag gaagcccttg ctctgtgctg ccatcctgcc tccctcctcc 750 
agectcaggg cactcgggcc tgggtgggag tcaacgcctt cccctctgga ctcaaataaa 810 
acccagtgac etc 

823 

[0 0 7 9] 
[0®©f$#fc|&t$?] 

[01] fn->HP0H6 8 tfn- Ktsi e f© t7KS/i ^ D 7 

[02] ^ - >H P 0 3 3 0 3 ^n- KtSgai©^/i* tt y a 7 
[03] ^D->HP 0 3 3 3 9*^ - Kt5gai0^ft/i^^ n7 
[04] ^D->H P 0 3 3 4 2 - KtSI0l0^ft/i^^ D 7 



15] fn->HP0 8 8 7 l*3-K^«*e«©«*tt^K*tt3rn.7 

[06] ^O->HP0 3 3 7 3^- F-t**&X<Dm*1!k/n*&7n 7 
[07] *n->HP03374#=I- F*Z>mQM<DM*i!k/m*&7U7 
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[08] *n->HP 1 0 3 5 4)&b - F-r<5g£M©i8&*tt/^*ttyn:7 
W -;i/5:^-r®T*feS„ 

[09] *n->HPi063 8 - Kt*S.ejt©»*tt/8*tt^n 7. 
[010] *n->HP l o 6 8 7^zr- K^3g£M©i»*te/ga7M£yn 
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